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The relationship between miR-146a gene polymorphism and Parkinson’s disease ZHAO Jie, YU Qiaoyan, WANG
Runging. ( Department of Neurology ,Zhengzhou Central Hospital ,Zhengzhou 450007 , China)

Abstract: Objective To analyze the relationship between single nucleotide polymorphism ( SNP) of microRNA-
146a (miR-146a) gene and Parkinson’s disease (PD). Methods In a case-control study,446 patients (PD group) with
primary PD were selected from our hospital from October 2015 to August 2019, and 450 healthy people in the health exami-
nation center of the same period were selected as the control group,the SNP of 12910146 and rs5709329 loci in miR-146a
were detected by DNA PCR sequencing technology ; and the risk factors of PD were analyzed by logistic regression. Results

The genotypes of rs2910146 and rs5709329 in miR-146a in PD group and control group were consistent with Hardy-
Weinberg equilibrium law (P >0.05). There was no significant difference in gender,age ,BMI and education between PD
group and control group (P > 0.05). Compared with the control group, the G allele and GG genotype frequency of
12910146 locus in PD group were significantly lower (P <0.05). There was no significant difference in allele frequency
and genotype distribution of 15709329 locus between PD group and control group (P >0.05). SNP at rs2910146 in miR-
146a was related to cognitive dysfunction and age of PD patients ( P <0.05) ,but not to gender,PD subtype and first-onset
limb (P >0.05). Carrying GG genotype was an independent protective factor for PD (P <0.05). Conclusion SNP at
152910146 locus in miR-146a is related to age and cognitive impairment in PD patients,and carrying GG genotype may re-
duce the risk of PD.
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ARSI ST miR-146a 152910146, rs5709329 {37 &
5 PD BYARSGME , LA DA PR 23 T 4R 5 L 2 i MLl
K R X o BB .

1 BREHE

L1 —BORE SR AT 6 BT 53, 28 B
2015 4 10 A -2019 4F 8 A AP i 8Lk i2 M B ih
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1.3 FEACREE K miR-146a FERI ARG SR AL
Fif 2 X R A R E R ki 4 ml E T
=80 CRIFFFME . R4S 241 DNA $#2HUL 5 &

B85 : 158422, B [H QIAGEN 723 7)) 428 HUIT A7 321
F L DNA & F -20 CUKFEIR-ATE 45 H] . miR-146a
2910146 v /5 F W81 9 % %1 (5 —3') : AACT-
GAATTCCATGGGTTG, FliF 8l ¥ )5 5 (5" —3'):
CACGATGACAGAGATATCCC ; 1s5709329 {3/ &5 I i
2 FE S (5'—3") : CGGGGCTGCGGAGAGTCTAG,
B FF] (5'—3") : GGACCCTCTTGCACACGT-
GTC, JRMWiAZ (25 L) :10 x PCR Buffer 5.0 L, I
W54 (10 mol/L) 4 1 L, dNTP 4. 0 L, DNA (10
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T840 PD £ % miR-146a rs2910146 fi i G %5 i 3
K GG e AU AT A i 2RI (P <0.05) (W3 3)
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ZRE miR-146a 1s2910146 {i/ 15 SNP 434 5
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GG B R AVE PD R ARSI R E (P <
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2151 %K PR B/ %) F(2) BMI(kg/m®) ZHEFR(y)
X i 2H 450 243/207 62.17 +8.92 23.96 +2.25 9.48 +3.27
PD 4 446 214/232 62.94 +8.65 24.17 £2.18 9.36 +3.54
t/)(ZfE - 2.445 1.312 1.419 0.527
P - 0.118 0. 190 0.156 0.598
2 miR-146a 152910146 155709329 (L m ZE M EFME ERB S W[ (%) ]
152910146 {37 15
25 118K
C G CC CG GG
Xt 2 450 543(60.33) 357(39.67) 169(37.56) 205(45.56) 76(16.89)
PD 21 446 593(66.48) 299(33.52) 187(41.93) 219(49.10) 40(8.97)
,\/Z{E - 7.293 0.178 1.131 12.468
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5 e
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i - 1.574 0.412 0.056 3.673
P18 - 0.210 0.521 0.812 0.055

F3 AHINEEERESIEE A PD £:5 miR-146a 1s2910146 i S EMERRE EFEEB ALK n(%) ]
1s2910146 {3 55,
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C G CcC CG GG

EHH 237 299(63.08) 175(36.92) 90(37.97) 119(50.21) 28(11.81)
(=B 209 294(70.33) 124(29.67) 97(46.41) 100(47.85) 12(5.74)
Xz =R - 5.246 3.247 0.248 5.017
P1{a - 0.022 0.072 0.618 0.025
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%4 miR-146a 152910146 i1 & SNP 5 PD ISR SHBIXZE [(n(% ) ]
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R 5% fil X i P
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EHI 178 78(43.82) 87(48.88) 13(7.30)
r ] 7Y 62 24(38.71) 29(46.77) 9(14.52)
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