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Research strategy for key quality attributes of traditional Chinese
medicine based on systems biology and chemical biology

HOU Yuanyuan', ZHANG Man', JIANG Min', ZHANG Tiejun®, BAI Gang'*
(1. State Key Laboratory of Medicinal Chemical Biology, College of Pharmacy,Nankai University,
Tianjin 300353, China; 2. Tianjin Key Laboratory of Quality Marker of Traditional Chinese Medicine,
Tianjin Institute of Pharmaceutical Research, Tianjin 300462, China)

Abstract: Currently, the quality control of traditional Chinese medicine ( TCM) encounters substantial technical
challenges, necessitating the urgent development of innovative evaluation methods for key quality attributes. This
study proposes the construction of a quality assurance system centered on key quality attributes, with systems biolo-
gy and chemical biology serving as its core components: utilizing multi-omics technologies to systematically analyze
the core functional modules of TCM, integrating pharmacological approaches to precisely identify key bioactive com-
ponents; applying chemical biology to elucidate the interaction mechanisms between components and their targets,
while screening for quality markers associated with specific functions and clinical indications; establishing an inte-
grated quality control system based on quality markers and biological potency to ensure comprehensive quality man-
agement from raw herb materials through to finished products. Additionally, it emphasizes the formulation of com-
patibility rules grounded in TCM theory, integrates clinical practice and multi-dimensional value assessments, and
establishes a novel quality evaluation model with distinct TCM characteristics. This offers a comprehensive and sys-
tematic approach to ensuring the safety and efficacy of TCM while facilitating the high-quality development of the
TCM industry.
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