[ R A IR Y Y 247 hitp://www.biother.cn

1044 - Chin J Cancer Biother, Oct. 2025, Vol. 32, No.10
DOI1:10.3872/j.issn.1007-385x.2025.10.006 %5&5 "ﬂ- 7U

miR-7-5p A% FOXM1 Xt & & 8 IR 4Aa#E KYSE-150 £RAeiE5E . BT
£ % I Z

A OB AN AR, EAE WAL AN KEREFTNEFRERETNTHELARER £k
B F N 21300052, M KFHEFTNEFREREFTNT HXCARER 254,27 %M 213000)

[ ] A 6351 miR-7-5p PWHE XLMER: 3 K 7 M1 (FOXM D % £ & SR 41 i s (ESCCOKY SE-150 4 o 3 58 L 8 1 1 4 925
WRIFI . 7 ok 8 XHOE Z AR T D 925696 31E miR-7-5p 5 FOXMI [ #E [ 45 & 67 45 . 8 2022 4F 1 H %2024 4£ 10 H
S TRD P K 2 B ] 22 45 B B WALV 4 56 151 ESCC 18 3 88 L SR 55 AL 4Ub AR, DA K B8 IR AR IR K] . SR QRT-PCR
kil ESCC 424 miR-7-5p 1 FOXM1 IR KT8 7K1, 73 #r Fe 3 0E 15 I PO FARRAE A DG ZR o 3 A% F2 11 K'Y SE-150 41 il 4 Ctrl
2H , F Lipofectamine 3000 4% 4% i3 51 44 51 ki F5 22 K'Y SE-15041E, /3y Mimic NC 2 \miR-7-5p mimic £ .miR-7-5p mimic + OE-NC
ZH F1 miR-7-5p mimic + OE-FOXM1 £, EdU 4 & Fl CCK-8 SELRAG I K'Y SE-150 £ it 386 51 6 77 , It QA0 i A A K'Y SE-150 411 fig
B T AT CDS™ T 40 A T 55 10 , WB 3K 1 K'Y SE-150 48 g 1 PD-L1.FOXM1.BAX #1 PCNA & 4 ()55 . #9%: KYSE-150 41 g
TR A B, W 2% miR-7-5p 3o 30 X B MR A KRN 40h Ki-67 . FOXMI Rk LI . £ & : miR-7-5p 7] LARE [ 47 4%
FOXMI1(P <0.05), ESCCHZH miR-7-5p ZAEFRIL, FOXMI EFFRIEH P <0.05), HFRIE 5 TNM 531 440 FE B 525 A0
KEL(H P <0.05) . miR-7-5pid FKE2H BAU PH A M2 A0 G FERE 77 .CD8™ T4 1228, LA &2 PD-L1.PCNA.FOXMI mRNA
FEE 35 B 2 PR AK (3 P < 0.05) , 4H LI 1228 \miR-7-5p BAX /K-F- 3 B3 7 =1 (35 P < 0.05) 5 [A] i ik % 78 FOXMI1 I w] i %
WAEH (3P <0.05) . miR-7-5p i 2 iAT] AR/ IN SRS AER T AR, DA B B AL 98 2H 4 H Ki-67 . FOXML 25 T IR IA (3 P < 0.05) .
£ o : miR-7-5p 1L R IA AR 525 0] KOY SE- 150 21 i 435 5 R G 28 396 36 5 (2 30 200 M 00 1, JEHL A 7T fig 3 3o #EL g 470 4% FOXMI 3
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Effects of miR-7-5p on the proliferation, apoptosis, and immune escape of
esophageal squamous cell carcinoma KYSE-150 cells by regulating FOXM1

CHENG Lu', LU Xiaoqun', SUN Yan', MEI Zhou', WANG lJialu', SUN Jie* (1. Department of Clinical Laboratory, Changzhou
Geriatric Hospital & the Seventh People's Hospital of Changzhou Affiliated to Soochow University, Changzhou 213000, Jiangsu,
China; 2. Department of Emergency, Changzhou Geriatric Hospital & the Seventh People's Hospital of Changzhou Affiliated to
Soochow University, Changzhou 213000, Jiangsu, China)

[Abstract] Objective: To investigate the effects of miR-7-5p on the proliferation, apoptosis, and immune escape of esophageal
squamous cell carcinoma (ESCC) KYSE-150 cells by regulating forkhead box M1 (FOXM1). Methods: The targeted binding sites of
miR-7-5p and FOXM1 were verified by the dual-luciferase reporter gene assay. The cancer tissues and adjacent paracancerous tissues
as well as the basic clinical data of 56 ESCC patients hospitalized at Changzhou Geriatric Disease Hospital affiliated to Soochow
University between January 2022 and October 2024 were collected. qRT-PCR was used to detect the expression levels of miR-7-5p and
FOXMI1 in ESCC tissues, and analyze the relationship between their expressions and clinicopathological characteristics. Normal
cultured KYSE-150 cells were selected as the Control group Plasmids were transfected into KYSE-150 cells using Lipofectamine 3000
transfection reagent, and the cells were assigned into the Mimic-NC group, the miR-7-5p mimic group, the miR-7-5p mimic + OE-NC
group, and the miR-7-5p mimic + OE-FOXMI1 group. EdU staining and CCK-8 assay were used to detect the proliferation ability of
KYSE-150 cells. Flow cytometry was performed to detect the apoptosis of KYSE-150 cells and CD8" T cells. Western blot assay was
performed to detect the expression levels of PD-L1, FOXM1, BAX, and PCNA proteins in KYSE-150 cells. A nude mouse transplanted
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tumor model of KYSE-150 cells was established to observe the effects of miR-7-5p overexpression on the growth of the transplanted
tumors and the expressions of Ki-67 and FOXM1 in the tissues. Results: miR-7-5p could target and negatively regulate FOXM1
(P < 0.05). miR-7-5p expression was low and FOXM1 expression was high in ESCC tissues (both P <0.05). The expressions of miR-7-5p
and FOXM1 were significantly correlated with TNM stage and differentiation degree, respectively (all P < 0.05). The rates of EdU-
positive cells, cell proliferation ability, CD8" T cell apoptosis rate, as well as PD-L1, PCNA, and FOXM1 mRNA and protein in the
miR-7-5p overexpression group were significantly reduced (all P < 0.05), while the apoptosis rate, miR-7-5p, and BAX increased
significantly (all P < 0.05). Meanwhile, overexpression of FOXMI1 could reverse the above effects (all P < 0.05). Overexpression of
miR-7-5p decreased the mass and volume of transplanted tumors, and the expressions of Ki-67 and FOXMI1 proteins in transplanted
tumor tissues (all P < 0.05). Conclusion: Overexpression of miR-7-5p can significantly inhibit the proliferation and immune escape of
KYSE-150 cells and promote cell apoptosis, which may be achieved by targeted negative regulation of FOXMI.
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& 5 W% IR 41 B 8 (esophageal squamous cell
carcinoma, ESCC) & — Pl A7 28 P 11 £ 7 20 1 i
Jo A AR\ KR DL, I 2 KRR A .
ESCC I & 3 S 7~ tH f 325 1) 3 22 e, G AR AR I
e SIE AP 23 b DX 08 225 ) =i ESCC IR
At —ANZ BRI, W R E BT
Ay oA, K S Al B0 A, a0 WM R 3 B R
25| AR AR A , 5 AN B AN 52 42 1) 1Y) 1 B AN 0
A, RE RS W 2 2R R T KPR T
IR K¢ 5, 12 ESCC &35 K BUS 754 2 N i
Ho LK, b IR %% S RN FT , i
TRIT IR 32 B NATTR O , Hod i BoE o e sk
BT B 2 R g A - T 9 JE B A AR A i R 40 P
FETZY . Gk A s A R N s ia T AR, B
FYI AT ESCC IR IRIGST o« SR, BT J5 R 1 B3k
31T 25, AL D $L ESCC B8 38 X 8 697 A N fi
68 24t w3 I A ) 2 4 R R PR ) e S U 4 O 5K
W E G J G I B B g kR, BRI RN
Ft ESCC 4H i 11 A= ) 22 AT D A 4 92 18 3 1R AH SC HIL
il , BT BB IT R S, 2 1R R ESCC 3 AR A7
R EE TR MR N A4 Cn s 3= B
A g B RNAD 1] 75 480 i 5] % 4% , 42 328 480 fi 1) 1) 38 9
Z: 5 M KA K e T 25 1 T L. Tl RNA
(miRNA) J& T IE4 Y RNA , 2 /bR h & B+ &
[ RBEAT 54> 7, T LA 5 ESCC 20 U 1) 3% 1 A 2
AT AN G e B R ST A AIE T A O 1) B R
B, %58 15 ESCC AH K 2 7 R 18 5= [ A miRNA, &5
FR I miR-7-5p £ ESCC WA 22 e ik, H 5
TG B VIR G o XS AE H 55 Kl -F- M1 (forkhead box
M1, FOXMD) , 7E ESCC J 2 Flt S 988 v 22 i Kk
BOE FOXMI 3302 M iE R A, 45 H A PR T 75
i f 14 5 . DNA F A5 18 5 40 AR 28 I 2B A AL
I7 i 257 Jili g 25 4UR 40 i b FOXMI 3Rk i,

miR-7-5p % ik T I , miR-7-5p # [ 471 i 4% FOXM1,
1 miR-7-5p 471 FOXM 1 1 L1 fiti Ji 40 A2 1) 5%
PEAE W22 AT NS . AR TR I miR-7-5p 5 FOXMI
15 18 45 & 40 55, ¥% 0k 4 U miR-7-5p 7 f#% #8 )
FOXM1 #### ESCC Wik & o AW 7R miR-7-5p 1
5 FOXM1 %f ESCC 41 i A= ) 2% [ 52 i, 2 ESCC 1
I TR R YT PR ALV 7R B AN B AR

1 MR57EE

1.1 A8URK e S % 21X 7

W 4E 2022 4F 1 H 2 2024 4F 10 H B TE LE 757 M ok
5B N 2 A I Bt T T R SR 2 1 56 451 ESCC
B IR 2H SR AR AT g8 55 AL 2R bR AR, DA R A 3 T 2
KGR TR X L8 3 7E T AR AT R 4% 2097 BUR
7. HAURIEE A2 I 436 T 5 R B SKOE L .
FE i AR R PROE VS 5, 7E-80 °CHlE IR T 0K 48 Hh IR
TEo AWFFLCIRIG AR B 2240 BE 25 0 2 b i (1R 22
HIF5:202112102) , bR AR AR AT 3 &5 A1 IF &R
O KR 2 i e A

A ESCC 41l g KYSE-150 (% = : SHC1180) 'y
A FE M A 7] . CDS T 4l i (1% 5 : PRI-H-00121)
W H i T AR A R A .

T < 4~6 JE 1 BALB/c R R [SL 50 30 G AR
SCXK (75)2025-0006]1 H VLI A 24 FEAE VIR I A
B IRA T, FFRAE IR B (22 £ 2)°C B (50 £ 10)%.
12 W12 h IRE S B E IR A N o BT R AR 5)
VIR ZE 0L 2 o i (A FE L5 31 20220402)

miR-7-5p 44 (mimic) (£ 5 : HY-R02406) i)
H 32 [§ MedChemExpress LLC & &) , XU ) 2 B4l 75
F DA R 77 & (155 : KGAF040) ) H VL 7R gL A
], cDNA & A A1) & (55 5 : BN12028) I 5 AL 5 B
Bt 2 7], SYBR Green Master Mix (175 : A25742) 14
H g B AR A R A 7, Lipofectamine 3000
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e (%5 0 L3000015) W [ F R A
EdU-488.CCK-8 4l fifd 3t 4 5 M 155 & (15 5 : BES-
20231CR. BES-20212CR) Iy H I ifg 18 /R & A & ,
Annexin V -FITC/PI X G4 i 7 T2 A& P £ (T 5
kl-v-fite) &) H Fifg A & A A, % i GAPDH (8 5 -
ab181602) . % ¥ PD-L1 ( 1% 5 : ab213524) . % YA
PCNA ( % 5 : ab280088) . % Ji FOXMI ( 1% 5 .
ab234077) A li BAX (175 : ab182734) Fll i Ki-67
15 :ab16667) —Ht MR 1T S AL P (HRP) Fridd

L AT S P (585 1 ab205718) H4 01 [ 2 [F Abcam
NP
1.2 fmpass i Btk

e HYIE B 9% (1) K'Y SE-150 40 g A%t FE (CtrD)
H . KYSE-150 41 il /£ 10% fif 4 1L /5 ) RPMI 1640
RigpFEp i, BT 37 °C.5% COMM B - 460, B &
XF # 4 K], f# ] Lipofectamine 3000 %% % iR 751 K¢
miR-7-5p mimic £ & [ 14 %F ff (Mimic NC) \FOXM1
o 3k R (OE-FOXM 1) J J B P54 B (OE-NC) 4
B e 22 KYSE-150 48 ff v, AT 4 4 DL T 5256 41
miR-7-5p mimic £ . Mimic NC 41 . miR-7-5p mimic +
OE-NC £ fl miR-7-5p mimic + OE-FOXM1 4.
1.3 WA FEERS AR 21 EmiR-7-5p 5 FOXMI
# e 45 A 45

{5 ] Starbase X3 il miR-7-5p 5 H FOXMI [1#E
45 G070 5. K87 miR-7-5p 5 FOXMI f) 3'-UTR 45
EFHIE AR (WT) F R AR 3 (MUT ) FOXMI Fr B
e P 21 pmirGLO XL ) 25 miRNA ik g fh 75
W Ay %4 N FOXMI-WT. FOXMI-MUT. X H
Lipofectamine 3000 ¥} FOXM1-WT.FOXM1-MUT 5
Mimic NCmiR-7-5p mimic 7 3% 444 KYSE-150 4l ,
48 h JE AN 4 P ) L 2R B
1.4 qRT-PCR #* # M ESCC #1 £2 ¥ miR-7-5p #=
FOXM1 mRNA #) % i&

1 Fl TRIzol i 7 I\ ESCC 4H 21 b $E Y 5 RNA .
HY 2 ug RNA 5 3 U/ug RNase R 347 ) Vo Bl J5 » 1
FHF 7€ 1) cDNA & BT G0RF RNA T 7% 5% 4 cDNA .
K H qRT-PCR i il i 77 & b AT 8 . ROBLS%
£:95 °CTiAE 14 30 5595 °C 15 5,60 °C 1 min, JLiE47
40 MEFF . 5236, GAPDH FH/E FOXM1 (1) 4 V5 %
X HE, U6 FAE miR-7-5p 1 P I8 1 6 iR . e 2%, Jl itk
2T H L Rl mRNA A KA & . SIWF
51| : miR-7-5p L3 5194 5'-TGCGCTCAGCAAACA
TTTATTG-3', T it 51 ¥ & 5" -CCAGTGCAGGGT
CCGAGGTATT-3'; U6 i 51 #1°4 5'-AGCGGGAAA
TCGTGCGTGACA-3', i 51 #°4 5'-GTGGACTFG
GGAGAGGACTGG-3'; FOXM1 i 51 )4 5'-ACG

TCCCCAAGCCAGGCTC3-3", N 7 5l #1 N 5'-CTA
CTGTAGCTCAGGAATAA-3'; GAPDH L i 51 %1 N
5'-CAAGCTCATTTCCTGGTATGAC-3', Filf 51 %1 A
5-CAGTGAGGGTC TCTCTCTTCCT-3'.

1.5 BdU % & 4= CCK-8 5% 342 ] KYSE-150 % it 49
YEIH R )

EdU 4o 5 56 G2 J5 11 KY SE-150 41 i B2 0 1 24
LR, IR AR . B, A 55 3R 5 R i EdU K
FL,AE37°C N M2 h)G. 4% % 5 F i [ 2 4 i
15 min, [} 0.5% Triton-X-100 3% 4k 41 i f5 20 min. T
% Hoechst 33342 JL oy 5 4l o AZ 30 4T Yo i, 4
P WA RIS G, DUPE AL 40 Mg s 1

CCK-8 5256 « 4 % 41 KYSE-150 48 Jfg LA L 5 %
10° /N4 B i 25 P e b T 96 Lk T, 4L IE E 6 N E
FL, B 24 h )5, I\ 10 uL CCK-8 ik 7 , £ 37 °C
T2 he A BERRAXLE 450 nm AR & 2% FLI G
S (DH .

1.6 R X m e KA KYSE-150 a8 64 A = K -F

W & 4 KYSE-150 2 LAEFL 110420 ) 25
FERE R T 6 FLIRF , 1% % 24 h S Y8241 A, BL 1000
r/min B0 5 min, 7 B3EW . H 100 uL 256 22 il %
FEEYH)E, NN S uL Annexin V -FITC 15 pL PI
et , 8626 N ERE 15 mine Fa , KA 40
IS 00 40 9 2
1.7 w Xm0 CDS Tw@mibA %

KYSE-150 41 g (i fL= L %) 5 CD8 T4~
ZOLL10: 1 B E/T Lol 385 5% , 2 MR 40 M 8 T A il 7
5 FH I 2R e SR CDS™ T 4H R T3
1.8 WB i 4 M| KYSE-150 4@ fi2. ¥ PD-L1.PCNA.,
FOXMI A2 BAX & & #9 % ik

K H & B A D R B RIPA 2% b v 2
KYSE-150 40 ffd F- 42 HUE 5 1, 4 BCA VAN E 85 FH
¥ 5, B30 ug & A i £ 10%~15% SDS-PAGE 43 &,
JE#EFL 2 PVDF . H & 5% Mg 4 @5 () TBST &t
WAEZEWR NP h )G, ¥ 5 PD-L1 i B L 4
1:1 000 \PCNA (Ffi B L5 121 000) \FOXM1 (Fi B¢
A5 1:100) \BAX (CRiBE LEA51 121 000) 1 GAPDH (F
FELLB 1210 0000 Pifk 4 °C R AbFE R . K H L N
N HRP #5019 1L 2E BT % —H0 B LL 41 1:2 000) =
&2 h, R H 3855 7 ECL 71 & 2, F Imagel
A Sy i R o Sk R AR A
1.9 KYSE-150 %m oL 4% 48 7 4% A 6 A4 12 R WL AKX

¥ BALB/c # i, % A Mimic NC 41 il miR-7-5p
mimic 41, TH & 6 Ko 73 AR RR B A 508 &
N5 1 R R S % Mimic NCmiR-7-5p mimic 1]
KYSE-150 41 ffd (1 x 1074~/200 pL) . 1 3% 24 d J5 &b



b

FEBE, . miR-7-5p 4% FOXM 1 % 55 S IR 20 i KY SE-150 41 B3G5 L I8 12 A G 72 396 3% 11 52 7 - 1047 -

FE/NER o> B RS AR , F R T R P RR O B, A8 A
RS R, USSR AR IR A 2 bR A AT S s AL
R/

1.10 %z 2840 A48 M AR R A5 A8 78 40 28 F Ki-67 A=
FOXMI1 & G 6y & &

PR AR AL % 4% 2 R W B [E 2 A
] F, 7E 60 °C R Nk 2 h, i K& EBE DU
[Ei, FH 26 S0 K AR 47 5 min, 7K ¥ 10 min, F
BSA [H 7 30 min, 3 7£ # B Lt 3 24 11200 1
FOXMI1 M1 Ki-67 Hifk 4 °)C R b % . & H , V]
FHIER R PR RELL 112 000) 75 37 °C K Ak
H 50 min, 5 DAB {E ] 10 min, /£ % 2508~ W
SEFFAIE , 4218 A R PH PR 40 R = Bk 4 i s
HIED x 100%” T FH IR
.11 %itsie

PLb F BB 35T A 6 . K SPSS 25.0

AR RO AT Gk i, RF IR AT U R B
KL x + s Fow, P2 (8] ELBCR - MO AR AR e A 50, %2
ZHL 1] L35 R FH LR 32 07 72 43 W 5 i3 — 2D T R LR
Ji SNK-¢ K% . DA P < 0.05 F£on 2 573 B A5 48t 2

%:XO
2 % R

2.1 miR-7-5p A& 4 A4 ¥e 8 255 FOXM1

i & Starbase M 3 il W A& I, miR-7-5p fE
FOXM1 (] 3-UTR AAEIE M &5 &AL (B TAD o« X
B B R A 5 R S0 45 S (1B B, 18 5 G
FOXMI1-WT [ KYSE-150 il /' , miR-7-5p mimic 41
) 5 Ot 21 B s M 3 BRAR (P < 0.05) , 1T 17E % 4t
FOXM1-WUT [ 48 g v , %20 2 g 7% 1 D0 A WL I 2%
BA(P>0.05) . 25K K, miR-7-5p AL B4 n]
FOXMI [#) 3'-UTR -4 H ik .

B = Mimic NC
1.5 mm miR-7-5p mimic

miR-7-5p 3'-CCUGCAGUGCACGGUUUCUUCCA-5' 4 £y
| L g
FOXMI1 3'UTR-WT 5-UGUUGUUUUAGUGAUCAGAAGGU-3' %
R 05
i
FOXMI13'UTR-MUT 5'-UGUUCUUUUAGUGAUCACAUGCU-3' i i
0

TFOXM1-WT  TOXM1-MUT

A:miR-7-5p 5 FOXMI [FJ#R a1 45 607 25 B WU EE B PE LR . "P < 0.05.
1 WEEEHR & EF L1010 miR-7-5p 5 FOXM1 BB R & X &

2.2 ESCC 44 ¥ miR-7-5p 21k & % .FOXMI £ &
kiR
qRT-PCR 246 I 45 5 (B 2A) IR, i 55 4H 41

= DD
(R =TE

mMRNAFR LK
mRNAFRIEIK P

o
n

0
miR-7-5p FOXM1

A EE, ESCC 4 21 v miR-7-5p 3 ik /K T & 2% A
(P <0.05), 1l FOXM1 mRNA #ik/KF & E T &
(P<0.05),

= Cl

=3 Minic NC

= miR-7-5p mimic

| miR-7-5p mimic + OE-NC

= miR-7-5p mimic + OE-FOXMI

ETAY

VA

miR-7-5p FOXM1

A:miR-7-5p . FOXMI 7£ ESCC 141 K g 55 40 41 {1 3R IE LU s B : miR-7-5p FOXM 1 7E % 20 KYSE-150 4l h R iE b . 59
FHH B Crl 4H AL, P < 0.05 5 5 Mimic NC 240 FUEL, “P < 0.05 ;55 miR-7-5p mimic 4 FEL, VP < 0.05 ;55 miR-7-5p mimic + OE-NC
L, 4P <0.05.

2 qRT-PCR:EHEN ESCC AR KYSE-150 4815 miR-7-5p, FOXM1 mRNA f)3A

2.3 ESCC 4 £ ¥ miR-7-5p. FOXM1 % & 5§ & %
TNM 5 e A2 B 2 F K&
3BT 45 B (K 1D E IR, ESCC 4 21 /F miR-7-5p.

FOXMI F£iA 2 55 B3 TNM 43 W1 A FR T 2B A
KL P <0.001), 1M 5 B35 SR 1 ) A0 s o B
TeREBE(HE P> 0.05).
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%1 miR-7-5p.FOXM1 mRNA 7£ ESCC ¢H£Afh 15534 Sl R RIB4HE R X R
I A7 FHLAAIE B% miR-7-5p t P FOXMI t P
G 1.249 0.217
<60 25 036+0.12  1.071 0.289 1.89 +0.34
> 60 31 0.33+£0.09 2.00 +0.37
PESI 0.877 0.384
5 38 031+0.10  1.901 0.063 1.92+0.35
4 18 0.37+0.12 2.01 £0.37
Jiyga o7 & 1.630 0.109
T LB 26 032+0.11 0522 0.604 2.03 +0.38
BE TR 30 0.34+0.11 1.88 +£0.32
TNM 431 4.039 0.000
[ + 1 23 0.42+0.13 5514 0.000 1.74 +0.29
m + IV 33 0.27 £ 0.08 2.10+0.34
I FRE 2322 0.024
=] 21 039+0.12  3.628 0.001 1.82+0.30
ik + 35 0.29 + 0.09 2.02£0.32

24 A4 miR-7-5p 5 FOXMI it % i &9 KYSE-
150 #m it

qRT-PCR /4G5 (] 2B) &7, 5 Ctrl 24H . Mimic
NC 414 Et , miR-7-5p mimic 20 KYSE-150 41 g ' miR-
7-5p .3 FH i, FOXMI RIA B E (I P<0.05);: 5
miR-7-5p mimic ZH \miR-7-5p mimic + OE-NC 44 A Lt
miR-7-5p mimic + OE-FOXM1 41 FOXM1 &1k & 3% F
(¥ P <005 . 458 KW, miR-7-5p Ge 8 17 4%
FOXMI [FJZR3X , ML %18 FOXM1 A 1 % miR-7-5p %
FLAmHIER -
2.5 miR-7-5p id & &K £ F %A KYSE-150 m i 64 3§
7H A%,

EdU 444 CCK-8 skiu ki 5 R (B3 BoR, 5
Ctrl 41 \Mimic NC 414 Lt , miR-7-5p mimic 21 EdU fH
PR 2 0 22 2 i 3 B RE 738 W3 PR AR (B P < 0.05)
5 miR-7-5p mimic 2H \miR-7-5p mimic + OE-NC 2
Et , miR-7-5p mimic + OE-FOXM1 41 EdU BH 4 41 g
RO TE RE S RE T E (Y P<0.05). 4iRE
B, miR-7-5p i 2% ik B# I KYSE-150 41 ffd {1 38 5 R
77, 1 [F) B i # ik FOXM1 U AJ 386 4% miR-7-5p % 41 g
S ANHIVER -
2.6 miR-7-5p iT & K A2 3 KYSE-150 @ it 8

T A ARG I 45 R (B 4A . C) IR, 5 Ctrl 4.
Mimic NC 4141t , miR-7-5p mimic 41 K'Y SE-150 4 ffl
FT R B ZE T 5 (¥ P<0.05) ; 5 miR-7-5p mimic 41
miR-7-5p mimic + OE-NC 4 #f tt. , miR-7-5p mimic +
OE-FOXMI1 41 KYSE-150 4l ffg ] T 2 & 3 [£ (% (15
P <005 . & R &Y, mR-7-5p if % ik ¢ @
KYSE-150 4 T, 177 7] i ik % 15 FOXMI1 i v] 3
% miR-7-5p X A0 8 T (e VR

2.7 miR-7-5p if % 1k 3F KYSE-150 @ At % 9% 3k i& 4%

A PR ARG I 45 SR (B 4B D) RoR, 5 Crl 4.
Mimic NC 2 #H Et , miR-7-5p mimic 41 CD8" T 4 i
TR FFK (¥ P <0.05) ; 5 miR-7-5p mimic 41 .
miR-7-5p mimic + OE-NC 214, miR-7-5p mimic + OE-
FOXMI 41 CD8" TR TR ETHE (3 P <0.05).
S5 LW, miR-7-5p ik RILFF(LCD8" TAIH - 2,
1M (7] I ik 36 15 FOXMI1 WU AT 3% %% miR-7-5p %f CD8" T
S M R T R R A
2.8 miR-7-5p i{ & i #F KYSE-150 % J& % PD-L1.
FOXM1.BAX #2= PCNA & & % X 69 %} v

WB A il 25 32 (B 5) 8o, 5 Ctrl 44 Mimic NC
ZHAH L , miR-7-5p mimic 41 PD-L1.FOXMI.PCNA &
FKIEEZ R BAX Rk B E 7+ (B P<0.05); 5
miR-7-5p mimic 41 .miR-7-5p mimic + OE-NC 41 fH [t
miR-7-5p mimic + OE-FOXM1 41 PD-L1.FOXMI.
PCNA [ 3R 15 B F Ty, BAX 8 (3R 2 3% P 1IK
(¥ P<0.05 . 255K, miR-7-5p g % @ i # 7)
FOXM1 41 PD-L1.FOXM]1 A1 PCNA & [ [ =1k I
3 BAX EE I IRIA
2.9 miR-7-5p it & K AR R ARG LK F R
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