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The association between SLC11A1 gene polymorphism and treatment failure
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Abstract: Objective To analyze the association between recombinant solute carrier family 11, member 1 (SLC11A1)
rs17235409 polymorphism and treatment failure of pulmonary tuberculosis, so as to provide the basis for the prevention
and treatment of pulmonary tuberculosis. Methods The patients with pulmonary tuberculosis registered for treatment at
the Urumqi Center for Disease Control and Prevention in 2019 was recruited and collected demographic, clinical and
treatment information from National Infectious Diseases Reporting System. The polymorphism of SLC11A1 rs17235409
was detected by multiple ligase chain reaction and Hardy—Weinberg balance test was performed. The multivariate logis-
tic regression analysis was conducted for the association between rs17235409 and the treatment outcome of tuberculosis.
Results A total of 731 cases of pulmonary tuberculosis patients were enrolled, and 37 cases failed, with a failure rate
of 5.06%. The failure rate of the patients with G/A was 8.55%, with G/G was 4.23%. The results of multivariate logis-
tic regression analysis showed that the patients with G/A were more likely to fail in the treatment than those with
G/G (OR=2.213, 95%CI: 1.041-4.702). The males with G/A were more likely to fail in the treatment than those with
G/G (OR=2.547, 95%CI: 1.021-6.356). Conclusion The rs17235409 polymorphism of SLC11A1 is associated with the
failure of tuberculosis treatment, and the patients with G/A are more likely to fail.
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