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Drug resistance characteristics of pathogenic bacteria in neonatal bloodstream infections from a
hospital in Chuzhou, Anhui, 2017-2021
XIE Qiang, XU Tian—tian, XIE Rui-yu, TANG De—gang
Chuzhou Hospital, the Affiliated Hospital of Anhui Medical University the First People's Hospital of Chuzhou, Chuzhou,
Anhui 239001,China

Abstract: Objective To investigate the distribution and antimicrobial resistance profile of the bacterial strains isolated
from blood cultures in neonatal septicemia children of Neonatology Department, the First People’s Hospital of Chuzhou during
Jan. 2017-Dec. 2021, in order to guide clinical rational drug use. Methods The distribution and the results of antimicrobial
susceptibility tests and characteristics of the pathogenic bacteria isolated from blood culture samples in neonatal septicemia
children in the First Hospital of Chuzhou from Jan. 2017 to Dec. 2021 were retrospectively analyzed. The results were analyzed
with WHONET 5.6 software, according to the Clinical and Laboratory Standards Institute (CLSI) 2021 breakpoints.
Results A total of 189 strains were isolated from the 4 538 sample of blood cultures, the positive rate was 4.2%, including 59
(31.2%) Gram-—negative bacterial strains, 130 (68.8%) Gram-—positive bacterial strains. The most frequently isolates were
coagulase—negative staphylococci (64.0%), Serratia liquefaciens (15.9%), Escherichia coli (3.2%), Acinetobacter lwoffii (2.6%)
and Delftia acidovorans (2.6%). The prevalence of methicillin—resistant isolates was 81.8%(99/121) in coagulase—negative
Staphylococci and 25.0% (1/4) in Staphylococcus aureus. No staphylococcal strains were found resistant to vancomycin,
quinupristin—dalfopristin or linezolid. The sensitivity of the antibacterial drug monitored by Serratia liquefaciens was 100.0%.
Conclusions  Gram—positive bacterial are the main pathogen of neonatal septicemia, and is highly resistant to the common
antibacterial drugs. The clinical should choose antibacterial agents reasonably according to drug sensitivity.
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Table 1

14 Bacteria No. of strains(Pro-
portion/%)

H2% BAPE T Gram—negative bacteria 59(31.2)
WALVP TR TR Serratia liquefaciens 30(15.9)
K545 14 Escherichia coli 6(3.2)
BIRIRREEH Delfiia acidovorans 5(2.6)
B AT Acinetobacter lwoffii 5(2.6)
AT Achromobacter denitrificans 4(2.1)
#15 ABI AT Acinetobacter baumannii 2(1.1)
BRIA B AT I Enterobacter cloacae 1(0.5)
A4 BT UDTE 1R Serratia marcescens 1(0.5)
/bl B Sphlingomonas paucimobilis 1(0.5)
FERR 58 B A Klebsiella oxytoca 1(0.5)
Fofth Others 3(1.6)

524 JAPEE Gram—positive bacteria 130(68.8)
VEE [8] BG F) 1E A 49 BR 8 Coagulase negative 121(64.0)
staphylococci
SO EEREE Staphylococeus aureus 4(2.1)
TeFLEEER TR Streptococcus agalactiae 2(1.1)
Al Others 3(1.6)

TE - HA 2 22 B 2 o MR P A, B B M BT, T v o ) IR
IR, AT 22 FAPE TR - R (O BEBRTAT , B XS A A9 BRI, 7™ SR 2 i e
o Note: Others gram—negative bacteria: P.luteola, P.aeruginosa, K.cry-
crescens; Others gram —positive bacteria: Streptococcus viridans, Staphylo-

coccus lugdunensis , Listeria monocytogenes.
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B A T P ARG MRS, 1 5 99 Bk L Kt 2R K 81.8%, Horf
X B R 25N 99.2% (120/121) , X 2155 R i 24 %
N 80.2% (97/121) %t S M8 28 A0 52 75 B v WA i 24 7%
Y 240% ; 1 %5 BR A i A0 B 22 08 T AR AR ST A
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Table 2 Resistance rates of Staphylococcus to two kinds of antimicrobial agents /%

# 44 Bacteria HHn  PEN  CAS ERY CIP MFX LVX TCY CLI GEN RIF SXT QDA LNZ VAN
G HE O A BRI SAU 4 100.0 25.0 50.0 0 0 0 250 25.0 250 O 25.0 0 0 0
EE 1 it 9] 7 28 BR 1 CNS 121 99.2  81.8 80.2 39.7 4.1 24.8 10.7 43.0 248 58 446 0 0 0
R3 FRELHEENTESY TR /%
Table 3 Resistance rates of two kinds of gram—negative bacteria to antimicrobial agents/%

% 44 Bacteria K& CXM FEP  CAZ CRO FOX TZP CSL LVX AMK SXT IPM ETP TGC
ALV B SLQ 30 - 0 0 0 - 0 0 0 0 0 0 0 0
KI3545 16 ECO 6 333 168 0 333 0 0 0 500 0 83 0 0 0

e — ARy B SR 24 5 SR CLST A Sk A0 R TR 114 37 4 40 132 5k A WR TR /4T L 3H 25 S 25 8L, S<16 pg/mL, R=64 pg/mL. Note: —. Indicates that

the pathogen has not been tested for the drug sensitivity; The sensitivity results cefoperazone/sulbactam were interpreted by the break point of cefoperazone

in CLSI, S<16 pg/mL,R>64 pg/ml.
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