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mRNA. The content of CD3*, CD4 ", CD8* T cells in peripheral blood was detected by flow cytometry. Results
The serum level of miR-34a mRNA in model mice was significantly higher than that in the blank group (P <
0.05). Compared with the negative control group, the total behavioral score of mice after miR-34a inhibitor inter-
vention was significantly reduced (P <0.05). The concentration of ovalbumin-specific Igk was significantly re-
duced (P <0.05), while IL-6, IL-8, IL-10, MMP-2, MMP-9 and VCAM-1 mRNA were significantly reduced ( P
<0.05), IL-35 increased significantly (P <0.05), and CD3", CD4"/CD8 " increased significantly ( P <
0.05). Compared with the blank control group, the levels of IL-2 and IFN-y in the model group decreased (P <
0.05) ; compared with the model group, the levels of IL-2 and IFN-y in the miR-34a inhibitor group and NC group
increased (P <0.05) ; those indexes of miR-34a inhibitor group and NC group were compared ,and there were sta-
tistically significant differences( P <0.05) ; there was no difference between the model group and NC group. Con-
clusion miR-34a is highly expressed in mice with allergic rhinitis. Inhibition of miR-34a expression can signifi-
cantly reduce the symptoms and inflammation of model mice, and improve immune function.
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The expression of SETD2 in ¢ccRCC and its effect on

prognosis of patients
Hu Qingqing, Liu Haoran, Wang Jianzhong
(Dept of Urology, The First Affiliated Hospital of Anhui Medical University, Hefer 230022)
Abstract Objective To explore the expression of histone methyltransferase (SETD2) in clear cell renal cell car-
cinoma (ccRCC) and the influence on prognosis of patients, and to study the possible regulatory mechanism of it.

Methods

cancer genome project database (TCGA) , and the R software V 4. 0. 3 was used for statistical analysis of gene ex-

Gene mutation data, transcriptome data and clinical data of patients with ccRCC were downloaded from

pression differences. Kaplan-Meier plotter was used to study the different prognosis of patients with different SETD2
expression and immune infiltration conditions and to reveal the potential mechanism by which SETD2 mutation regu-
TIMER2 analysis

showed that the expression of SETD2 was significantly down-regulated in ccRCC and related to immune infiltration.

lated the progression of ccRCC, meanwhile clinical data were used for verification. Results

The mutation landscape of ccRCC gene showed that the frequency of SETD2 mutation was 12. 5% , ranking fourth
in somatic mutation frequency. Among patients with ccRCC, the prognosis in the SETD2 high expression group was
better than that in the SETD2 low expression group, and the prognosis of patients in the high immune infiltration
group was better than that in the low immune infiltration group. Conclusion  High expression of SETD2 can in-
crease the infiltration of immune cells and its killing effect on tumor in ccRCC patients, thus playing a positive role
in the prognosis of patients.

Key words SETD2; clear cell renal cell carcinoma; prognosis



