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NT - proBNP ( OR =1.001 95% CI:1.000 —1.001 P =0.002) were independent
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predictors of MACE in DCM patients. LVSI of 61.95% was the best critical value for predicting the occurrence of

MACE. At this time the area under the ROC curve was 0. 821 (95% CI: 0.769 -0. 874 P <0.001)

the maxi—

mum Youden index was 0. 461 and the sensitivity: 0. 695 specificity: 0. 766. Conclusion 1LVSI LVEDd LVEF
heart failure course admission systolic blood pressure NT-proBNP are the prognostic factors of DCM patients. The

left ventricular spherical index has a certain predictive effect on the prognosis of DCM patients.
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Expression of miR-155 in peripheral blood of type 2 diabetes patients

associated with diabetic foot ulcer and its clinical significance
Zhao Tianqi Zhao Xiaotong Xu Murong Tang Yin Jia Zeguo Luo Li Tang Songtao Zhang Qiu Chen Mingwei
( Dept of Endocrinology The First Affiliated Hospital of Anhui Medical University Hefei 230022)

Abstract Objective To investigate the expression of miR-55 in peripheral blood of type 2 diabetes patients
( T2DM) associated with diabetic foot ulcer ( DFU) and its relationship with the onset of DFU. Methods Sixty
newly diagnosed T2DM patients without DFU ( T2DM group) 112 T2DM patients with DFU ( DFU group) and 60
healthy controls with normal glucose tolerance ( NC group) were included. MiR-55 levels were determined by
quantitative real-time PCR while clinical features and risk factors of DFU were explored. Results A significant
decrease in the expression level of miR-55 in peripheral blood was observed in T2DM group compared with NC
group ( P <0.05) and a markedly increased miR-455 expression level was noted in DFU group compared with
T2DM group ( P <0.01) . Moreover there was a positive correlation between the expression level of miR-55 in
peripheral blood and the course of foot ulcer and Wagner grade of foot ulcer ( P =0.02 P =0.01) while a negative
correlation in the expression level of miR-55 with healing rate of DFU after eight weeks ( P =0.04) . The multiple
stepwise logistic regression analysis confirmed that a high expression of miR-55 was an independent risk factor for
DFU (OR =3.98 P =0.002). Conclusion An increased expression of miR-155 in peripheral blood of T2DM
patients is an independent risk factor for DFU and is closely related to the prognosis of DFU.
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