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WE BH RO ESPIRAHIE (0SCC) LU A B K BT 7 52 14 (CD155 ) B3R5 Rl R 7 S, #R15 CD155 %f OSCC 41
LR WREARZR NN, FiE (S 2 22k (THC) BRiiE OSCC ZH 2P CD155 ik, x° kg, COX [l A 43 Hr
CD155 )Rk 5 OSCC B H i W FRAFE AT 6 R, W 8 H R BN ( Western blot) FISEHT 2 H5E it PCR ( RT-gPCR)
¥3IF CD155 7 0SCC 20 & T A %E K F . #53% CD155 T4 RNA J& , i i A S0 i 5286 9630F CD155 %f A 75 8 SCC15 4fiE
FIAEWA T R TIRERRZm, 85R CDI155 76 0SCC 81 R ZRR FANMME, 5755 IE# U2 Rk B & F 5 (x° =50. 750,
P<0.000 1) ;751 + IVH (x> =25.488, P=0.001) A&k (x> =6.299, P =0.012) & T3 + T4 2 IEE (x> =23.820, P =
0.001) HKELEER (X2 =7.830, P=0.005) FEF T CD155 BTk KK 23254 CDI55 SR FAEMKRE R XL (P <
0.05) ; LR R RZHE COX FIHSHI RS Wk E L AL R0 0SCC B A7 W48 B S S R 26 (P <0.05) , 0SCC 41l
Marp CD155 25 ik B mRNA 5K 2 FiE (P <0.05) , 7E#5 4% siRNA-CDI155 Y SCC15 4ijiidrf | SEU6 2H Ay 4 12 7 A
RZERE N BEMTXIEL(P <0.05), £ CDI55 7E 0SCC B A LU P Rk, 5B A R A KA, T cp15s %
KA OSCC 40 A= Yy =F T RE = AR i, PR A i s 7 E AL FR 2B A0 RE T .
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1 5K 20 ffd 9 ( oral squamous cell carcinoma,
OSCC) 24 5 F RSB MR ¥ 909% ) R 2R S K
T i UL b BB IR AT e 0 AR SE AR Y

BTETUS HEPhr S P — E S BRI
1 #MeEFHZ®

FE L I, TR R IR YT RS B HUS AE AR
EYHEHARZEE X, F KR W EEZ K CD155
J& TG e ER B (8 S % Hh 0 B B3, 7 40 A PN e A
LRSS A AT I 2O R A R R R 32 B fik
T P AMAEE D RS KA CDISS T
ST 10 P e A 4 rp 5k B, ot Rk 5O
RAUGHE, IS 5REMRET , N F2ME5 &
T R W PR B A AT A RR 2R BE 7 LA 2 b R &
J& ., BRI CD155 76 F s 95 A % e (R VR H i AS
B, A RRE— 28R 5E . A9 B AEHR T CD15S 7
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JKEXT OSCC 4l A P24 D Re iy a2, 34k 0SCC
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1.1 ##

1.1.1 B FH e 2008—2021 4E5E2 T4 70
TR 2EEE — B B B 11 B2 rhus it I AR 2 W
i OSCC /B YA U Y, SIS 2R A 116
i, FH X 7 OE B AL ZUREAS 69 ] (BE B R 414 =2
em) , VHEUIG R GORMIL FE M 51 A58 s o (LR B
TNM ZHHAEE R Ja I B2 Be i [ | v as 45y =tk
TTRET (2 2023 457 HEBET-HIW) , K15 8 i,
DI [ BB 58 A5 B A ] T K2R 5 — B B B (e B8

RS PIARE (4 : KXJ202205401 )

1.1.2 @& %X A  ANIEH O M 540
HOK 4l 5 Wb b gh 2B W B A BR 2 7], 0SCe
Yl 22 SCC15 F1 CAL27 ( € [F ATCC 40 i &)
CD155 550 FE B AR ( 35 [E Abcam ¥\ |, 185
ah267788) , T & 41 4L X 7 | B-actin HTIAKF HRP-111
FhR/ R (AL P S A RA 185 TA09,
ZB2305 .ZB2301) ,10% SDS ‘R 3 il iz 157 &5 ( [ 6F
HemE: R 2N |, CD155 5150 ( s T
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AR, siRNA-CD155 il si-NC £ 41 ( i
LRI 25 H ARG BRA 7] ), CCK-8 R & (DU 38 Fi
FeA YR A W], 585 E-CK-A362) , PCR #5537
(JE H BAYH AR A ], 575 RRO4TA)
1.2 FHik
1.2.1 % J% %8 224 5 % ( immunohistochemistry ,
THC) ¥ Bl &K EDTA W& &, i inim
I BESEE I B 10 min, PBS ¥ 3 b5k 5 Tk I d B Y
CD155 HUAR(EC L 1 2 500) , S IIEH 12 hy 52 K
7E 37 CHEAE 5 IR 30 min, PBS VAW MYE G E — 4
(B 12 1°000)2 h, Bk bvE, b5 oo 52 YL IR
WG, BRSSP o B 2 o7 g 3L 1% Uil i
B A DAY L5 = (L E YL (0 T4 < PH: 40
M LV Ay, 25 5.0 ~ 1 43 B, 2 ~ 4 53 R85 FH
P£,5 ~8 40 M BHME 9 ~ 12 43 ik BHM:
1.2.2 Western blot 3% VK 24N MR, H 7%
10 %0 FLUKBEME IS, FL Uk RR % BEERE ] 2 90 min, PR
B P B P 20 min, T OI0EC B A — BT IR W
(CD155 Fit b 1 : 1 000, B-actin FL I 1 : 5 000) ,4 °C
R 7, 14 h JETE N PR (B 1
20 000 ) K20 E 2 h, 1 x TBST % Wk Uk 5 F k2%
RAAGHATRAG I ] Image J AR T35 K
FEME T
1.2.3 qRT-PCR 3% JilA 1 ml TRIzol 37742 HL4H
M mRNA I %E mRNA #£ 5 W B2, 7 RNA-gDNA i
5t f#iF SYBR Green Real-time PCR _EAHLY 14 42
SEEEH ., CDI15S 5197 U . F-GCGTAGAGGAT-
GAAGGCAACT; R-CAAGCACTCGGAGCCAGAT; B-
actin 5| 9 ¥ 51 41 F ; F-CCTGGCACCCAGCACAAT;
R-GGGCCGGACTCGTCATAC,,
1.2.4 wmieskd BEBMEX A (NC) LLgmd
siRNA-CD155 (siRNA-1#J2 2#) , Hfidl 24 h J& , ffi
B 2000 #4755 Y%, F| Western blot il RT-qPCR
PG W %% Yy 2k #& . siRNA-1 #: GGACAAACCAAU-

CAACACATT; siRNA-2 #. GGUAUCCAUCUCUGGC-
UAUTT;NC: UGACCUCAACUACAUGGUUTT;

1.2.5 mM3gs sk A5EYe 24 h J5F T 96
FUAR 4% B8 CCK-8 7] 15 B 5 154 79 8 i e ( i
12 10) 3B EIAJS RV 2 h, I REEIFE 24 h A
e L3R 00 5 % B T B4 IR O B I (0D fHL = 450
nm) , I A

1.2.6 @iz £ %% B Matrigel i, B2, 7K
1k, 88 4 x10° NI /NE T, FTEMA 20% i
AL BB IR AL K5 9% 48 h e, H 52, Y 68 20
min , 76627 W OB R e B S A4S BE ML £ 4 R
( x200) I H Image J BR{FFHATE =,

1.2.7 @R =% 7F6 fLA A 200 wl Mk
FURRERI SR B, 28 sl vk, () S A 4 4
0.12.24 } 36 h IR &A1 O, AEAS [R] B[] o5 Pk ik
3 AT E AL EF #EAT A . (R B Image J BPEXT IR A
AR A A HE B kT Ak IR G T2 o T

1.3 Zit=#4E  {HH GraphPad Prism 9.0 £ |
Image J %P SPSS 26. 0 34T B4 Ak B A5 143
Mo Bl P ECRORE, 0 SRR AR YR ) AR
FH ¢ K56 PIRR AR Y H R F DA% £ x° K2 36 5%
Fisher’s #fi VIAE R 1L K 50 ; Kaplain-Meier 23 1] CD155
Fik5 0SCC A7k A M4k, Log-rank K 38 #E 174
FEAT L3 5 SR F COX [T U1 JXUBS RS 78 AT A DC F8 A
BER IS WG &, LL P <0.05 255451t

2 #£R

2.1 CDI155 FEOESEMESEALARRRIEE
BOTHC 455 B8 CD155 328 5 v 2235 T Mg 4n
JH P 200 RS, A 55 1 AU AR AR IR (1)
£ OSCC 4143} Ji 55 1E % 240 CD155 ik BH T
AP 65.52 % FI11. 59 % ,0SCC HA P FKik T
FE TS IE WAL (X =50.75, P<0.000 1)

1 CDI155 £ OSCC AAFHIRE
Fig.1 Expression of CD155 in OSCC
A, B: The expression of CDI55 in normal tissues; C, D: The expression of CD155 in OSCC; A, C x5 ; B, D x200.
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(F1),

2.2 OSCC 7 CD155 FRiZ5ERFESHER
EKEFE CDI55 FRIE57E 0SCC H 3 1Y MR If R 4
W1, o AR B R R B bR 4 A B HL A A G
(P<0.05) , -S54 MR 2 AbFE 7 ToA &1 (3R
2)

2.3 CD155 5 0SCC EEEGFMEMXE Kap-
lan-Meier 4= /7 B £ 25 S B 7R, CD155 & & 51 0S-
CC B DARE AL K T CD155 fIR3R A 1Yy B 3%
(HR=0.544, P <0.001) ( 2), BN ZE COX [f]
H53 BT R, AR R BE G R 43181 CD155 3Rk & 5%
i) OSCC B BAAAHII a2 ; ZH &R COX [H]
A5 BT 7R Ik EL 45 56 8% 252 OSCC R 3 AR A7) (]

A ST fERE 2 (P <0.05) (%£3) .
2.4 CDI155 7£ OSCC MRy RAKFE  West-
ern blot Z5F: 7R | CD155 ZE A7 OSCC 4l h 3k
R T (1gqs = 10.43, 10y, = 12.68, P <
0.05) (K1 3A 3B) , RT-qPCR SZ56:45 % /R, 0SCC
i CD155 mRNA $og/KFRIAGEEE T
IR (tgeers =5. 825, Loy =7.966, P <0.05) 7%
SRS E (K 30)
2.5 %3J5 CD155 7 OSCC i gy Rk E
PEPE K siRNA-CD155 % g 2 AR W47 1 SCC15
4iiJfd 7, 32 JH] Western blot F1 RT-qPCR %6 11E %5 Y &k
R VRECT SO B 11 siRNA2#4H (& 4) #h4T )5
SRSy (F =0.049, ¢t =34.56, P <0.001)

&1 CD155 7 OSCC HASEFEEHAMERIE n(%) ]
Tab.1 The expression of CD155 in OSCC tissues and adjacent normal tissues| n( % ) ]

Tissues n - CD135 - - x* value P value
Low expression High expression
Adjacent normal tissues 69 61(88.41) 8(11.59)
OSCC tissues 116 40(34.48) 76(65.52) 50.75 0-000 1
®2 (D155 RiEEIGFBESHBERE (%) ]
Tab.2 The correlation between CD155 expression and clinicopathological parameters| n( % ) |
Item n €153 - X value P value
Low expression High expression

Gender 0.112 0.738
Male 57 22(38.60) 35(61.40)
Female 59 21(35.60) 38(64.40)

Age( Year) 0.002 0.960
<70 57 21(36.84) 36(63.16)
=70 59 22(37.29) 37(62.71)

Clinical stage 25.488 0.001
I +1 59 35(59.32) 24(40.68)
I+ v 57 8(14.04) 49(85.96)

Tumor differentiation 6.299 0.012
High differentiation 50 25(50.00) 25(50.00)
Low-middle differentiation 66 18(27.27) 48(72.73)

Infiltrating degree 23.820 0.001
T1 +T2 63 36(57.14) 27(42.86)
T3 + T4 53 7(13.21) 46(86.79)

Lymphatic metastasis 7.830 0.005
Without metastasis 92 40(43.48) 52(56.52)
Metastasis 24 3(12.50) 21(87.50)

Distant metastasis 2.826 0.093
MO 113 43(38.05) 70(61.95)
M1 3 0(0) 3(100.00)

Survival status 4.499 0.034
Alive 59 26(44.07) 33(55.93)
Death 49 12(24.49) 37(75.51)
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&3 OSCCH COX [EIR5#r
Tab.3 COX regression analysis of OSCC
Fact Univariate analysis Multivariate analysis
acor HR 95% CI P value HR 95% CI P value
Gender 0.998 0.565 -1.762 0.995
Age 0.707 0.399 -1.253 0.235
Differentiation 1.358 1.032 -1.788 0.029 1.290 0.956 -1.740 0.096
Clinical stages 2.082 1.153 -3.758 0.015 1.186 0.558 -2.524 0.657
Infiltrating degree 1.614 0.914 -2.848 0.099
Lymphatic metastasis 2.402 1.329 -4.341 0.004 2.402 1.048 -5.502 0.038
Distant metastasis 3.880 1.183 -12.723 0.025 1.444 0.384 -5.426 0.586
Expression of CDI155 2.284 1.185 -4.401 0.014 1.472 0.690 -3.143 0.318
3G T RE ) O L B 25 55 (F =6.321, ¢ =9.765,
1 : \
00 CD155 low expression P<0.01),BEER R BEM,48 h(F =2.990, ¢ =
CD155 high expression
< 8.477, P <0.01)F1 72 h(F =1.060, ¢ =26.522,
§ P <0.001) U8k CD155 J& A4 40 i 34 58 e 1 29K F
s ol NC 414N, $RLER CDISS k)5 i LT 0S-
% CC Ay FERE I (K 5) .
E 2.7 JLEK CD155 X OSCC 4 Bl iT # &E 71 i 5 1
=] . o v
© QRS E5 R R, 5 NC UM L, 5597 36 h /L
0 - : - - - ; Bk CD155 FRik 11 SCC1S 20 iy i % o B B 0 s 12
0 20 40 60 80 100 120

Survival time(mouth)

2 CD155 EERIAKTES OSCC BEEFHHE
Fig.2 CDI155 protein expression level and survival
analysis of OSCC patients
*** P <0.001 vs CD155 high expression group.

2.6 UEk CD155 3 OSCC 4H hf 1% 78 # 5% Ny

CCK-8 Mg L a5 R i yn , 5 NC 41AH LL, 7% 4 siR-
NA-CD155 1195256 2H 41 A 34 5 % B ALK, 40 A 34 51 B
JIE5 (P <0.05) , K537 24 h siRNA 415 NC 4141

Image | LG40 #7, R 22 R A G2 X
(F=0.491, 1 =10.52, P<0.05) (E 6), #&x~T
Pt CD155 J5 Al LAl OoSCC 4y iE e
2.8 TEL CD155 %t OSCC 4Rt {2 22 6E /1 B &2 T
Transwell {27225 R BN, 5 NC 4UH L, A 4L
Yt siIRNA-CD155 Y SCC15 4H 5555 48 h J5, 4i
=22 RE f1 B SRS (F =1.926, + =13.25, P <
0.05), FHIULEK CDI155 J5nl LUl SCC15 4iiufz
Zehe )y, i — Ui CD155 A] fE B AT 2 #F 0SCC 41
WA e e RE T, A AR I R T RE (B 7)o

A B 150 C
HOK  SCCI5 CAL27 = z 501 ki
Q soskok
group group group  ku = . - ~ —|_
a I g 4.0
v
0 1.0 sl s,k
CD155 —_ a L
s G 5 3.0 T
@) —— ot
QS 2 2 0 -
- (0] .
g z
B-actin 42 2 s1.0F —L
s g
g0 20
HOK  SCCI5 CAL27 2 HOK  SCCI5 CAL27
group group group group group group

E 3 CD155 Z OSCC 4By FE =K F
Fig.3 Transcriptional levels of CD155 in OSCC cells

A: Western blot detection of CD155 protein expression band; B: CD155 protein gray value statistical results; C: CDI5S5mRNA transcription results

incells; “*P<0.01, " *P<0.001 »s HOK group.
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NC group
siRNA-1# group

siRNA-2# group

CD155

B-actin

A siRNA-CDI155 protein expression band diagram in OSCC cells; B
**P<0.01, " " P<0.001 vs NC group.
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Expression of siRNA-CD155 in OSCC
siRNA-CD155 mRNA expression statistical result diagram in OSCC cells;

[ 1 NC group
Il siRNA group
1 5 I~ sk ok
sk
ook g
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Time(h)

BEl5 Tt CD155 5 OSCC HATHIETEAE
Fig.5 Proliferation ability of OSCC cells after interfering with CD155

A A line chart of OSCC cell proliferation ability after silencing CD155; B Statistical quantitative map of OSCC cell proliferation ability after silen-
cing CD155; **P<0.01, ***P<0.001 vs NC group.

A NC group

Oh
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-
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~
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T
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F#t CD155 j7 OSCC FRaRY TR 8L

Fig.6 The migration ability of OSCC cells after interference with CD155

A; OSCC cell migration ability map after silencing CD155 X 100; B: Statistical quantitative map of OSCC cell migration ability after silencing

CD155; “***P<0.000 1 »s NC group.
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Fig.7 The invasion ability of OSCC cells after interference with CD155

A; OSCC cell invasion ability map after silencing CD155; B: Statistical quantitative map of OSCC cell invasion ability after silencing CD155;

***P<0.001 vs NC group.

3 itig

0SCC R MR 28 KB e L, BA B
() K A R AE %, OSCC [ & 2 Z M R,
BEVUSL /AR, H, #58 0SCC &4 %
B, T 0SCC T B8 504 Prbs & 9 fn oy
TFIRIT ISR YT WA K . B AT CD155 #£ 0S-
CC HZUP Y263k B %t OSCC 40 B A W 2447 M i)
e TEZTE, e AR SC 5 s CD155 7
OSCC HA K3k 35 Ty, o 3Rk 5 B 35
(I R 73401 25 Ik L 25 36 R 38 | At L A AT A
K, MR 235 CD155 1Y B A A7 103t A G 46 6, 3X
SERER R AR -8 aNHEMEZHER
COX ZrMr & CD155 Fik EFm 0SCC B #H A 17
10 BT S BV <9 £ S = (2 B A RVl P = TR N WS
A IR OSCC B AT BE R &R, DLk
gEILRI CD155 ik 5 0SCC B His A KA
K, AR T OSCC 15 R OL A ¥ 7 A= b i
55 Murakami et al'® 7525 B e A5 H 45 R —3%

CD155 e I AE 40 A P At vp 2 4% 5 B B
. CD155 A LA Necl-3 Jiz =X % 22018 i3k 41 Jif %) 26
Bf, IF45 5 Necl-2 £ 40 i B 2240 BT 2 5 40 3
SO, AR RBATUER CD155 5 BERRAR T
FOUEE 20 M 1 5 | 38 i 4 AKT/mTOR/NF-kB 18 4%
HEINA AL B WE A JE TORYEE T, BEAh, CD155 W] i
JH45 SRC/p38 MAPK {55 53 [ LA {2 i JH- 240 fifa 11 344
FEAAR 2 5 A W AR R W A AR W b

CD155 “F ¥ m] 1 skl X o 200 B AR 9 1 7R, T BB &
PD-1/PD-L1 K¥EMEH, xRS RFRW T CDI155
()28 A 235 F1 mRNA 5558 KE7E OSCC 4 A7 7e
Feik BV, AL CDI1SS 76 MR 40 i A= 9 2445 M 5
T A& A% B, BRI R ] siRNA-CD155 %4 4% 0S-
CC SCCI15 4, i3 CCK-8 M5S0 40 i ) R 5K
¥ Transwell 1272 52 46 46 0 45 5 8 7% . #4l CD155
() Z23K P ES OSCC AN (R34 RS FIiZ 2 RE T .
LA CD155 7€ OSCC AR 5 /e A+ AE R, #b
Ft T CD155 7E 0SCC & A& JE /B H I AH CiF 5T
AW R O G B8 R TGR-B1 il it 1A
CD155 Bk, 300G ERK1/2 18 #4412 F 75 15 40 o
Ham E R MR 2R, ZWESE CD15S #F OSCC iy 45
REZ 8, XU CD155 HAT {2 #E 0SCC
AT NBIVERT

25 LR xR W) AL ik vl aE i T4 CD155
IR AN H OSCC 4 i B AT R, I8 55 OSCC 4
LRI 5E , iR A28 RE 71 s ERIIE T CD155 7E 0S-
CCH AUt ik, 5B A WG ZEH K, #HE
CD155 7E OSCC Wit & rp B3 s L R i EH , A
Rk 0SCC A R TS 48 br AN 76 19 4 736 )7
S (AT AR R P A A TR — 2 BT
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The expression of CD155 in oral squamous cell carcinoma

tissues and its effects on migration, proliferation and invasion
Zhang Jiajia, Aierfati Aimaier, Guo Chaojie, Wang Huiyu, Fang Taoli, Xu Jiang
( Dept of Stomatology, The First Affiliated Hospital of Shihezi University, Shihezi 832000 )

Abstract Objective To investigate the expression and clinical significance of CD155 in oral squamous cell carci-
noma (OSCC) tissues, as well as its impact on migration, proliferation and invasion. Methods Immunohisto-
chemistry (IHC) was used to analyze the expression of CD155 in OSCC tissues and its correlation with clinicopath-
ological features and prognosis. The transcription levels of CD155 were assessed by Western blot and RT-qPCR.
Cell experiments were conducted to evaluate the effects of CD155 on OSCC cells following transfection with CD155
siRNA. Results CD155 was predominantly expressed on the cell membrane in OSCC tissues, with higher expres-
sion levels compared to normal tissues (x> =50.750, P <0.000 1). High CD155 expression was associated with
Il + 1V disease stages (x° =25.488, P =0.001) , poor differentiation (x> =6.299, P =0.012), T3 + T4 depth
of invasion (x° =23.820, P=0.001) and lymph node metastasis (x> =7.830, P =0.005) in OSCC patients;
survival analysis revealed a correlation between high CD155 expression and shorter patient survival (P <0.05).
COX regression analysis identified lymph node metastasis as an independent factor affecting the survival of OSCC

patients (P <0.05). Both CD155 protein expression and mRNA transcription levels were significantly upregulated
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in OSCC cells (P <0.05). Transfection with siRNA-CD155 in OSCC cells resulted in significantly reduced prolif-
eration, migration and invasion abilities compared to the control group (P <0.05). Conclusion CDI155 is highly
expressed in OSCC tissues and is associated with poor patient prognosis. Modulating CD155 expression can influ-
ence the biological functions of OSCC cells, leading to and inhibition of proliferation, migration, and invasion.
Key words oral squamous cell carcinoma; CD155; cellular migration; cellular proliferation; cellular invasion
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