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PAQR4 T4y it 2638 Je H
% HepG2 2 A Py 55 Pk 1) 55 )

HERAE OMART AR IR B8 P 4K b

ME BM 5 PAQR4 TEHFAIHUE (HCC) Ty Rk T
J& BFEXT HepG2 ZHMIAYI4TH 258 EBAAT- M m, &
% MIH TCGA %R 5 vh HCC fI%LHE 4> H7 PAQR4 mRNA
A HCC AR iy Rk R BE MG E L, #HH peD-
NA3. 1-PAQR4 5236 4 5 peDNA3. 1-vector Xf JE 2 ) HepG2
MRk, SR CCK-8 Al i) 35 PAQR4 %I HepG2 4 il
HABE A RZNN , A0 40 BRI S 56 AT Transwell =28 52 5643 51
K3t 235 PAQR4 X HepG2 4N 3T AR 2268 1 By 5400
FIF PLAI Annexin V B SEE LSS 2735 PAQR4 X HepG2
AMPA TR, B3R TCGA Bl S IE 0 i 45 3R B s
PAQR4 mRNA 7£ HCC AT RAFH TR HFHL (P <
0.05) ,H PAQR4 mRNA = ik4] HCC B & 1Y Bk A7 %
RTARRIBH (P =0.012) , B [0 5347 78 PAQR4
mRNA ik /K3 (HR:1.104,95% CI;1.051 ~1.160, P <
0.001) . T 4> (HR:1.816,95% CI:1.442 ~2.287, P <
0.001) M 439 ( HR:3.924,95% CI:1.230 ~ 12.519, P =
0.021) JEH /1 (HR:1.879,95% CI;1. 466 ~2.408, P <
0.001) X HCC & BTG A7 B &5 . 2 K& | 5347
B/~ PAQR4 mRNA kK (HR:1.396,95% CI:1. 081 ~
1.804, P=0.011) & HCC BEBUR I B ER N E, CCK-
8 SEH KR ST AN Transwell {78 SL 4045 H R W], 5 X R4
HHEL, ST 2H P HepG2 40 M 1Y 3 58 3T 4% 1R FR 66 7135 W ik
BEMEHE (P <0.05), 40 M08 T 52 5% 245 R WoR i 3Rk
PAQR4 AT L #l il HepG2 A 1= (P <0.05), £it
PAQR4 7 HCC ik H 5 WG AR, i ik PAQR4
{2 HepG2 AR IGTH (=28 TR I HepG2 4 i i) 4
T, PAQR4 A Al BN HCC 2 W MBS B bR &4 .
4R PAQRA; AT AN W48 R 78 3T A T
mESES R735.7
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Ji P P 9 2 Wi DR b e i DL F B P g 2 —
5 2018 4E0 A7 (1 42 Bk 36 Rl i 788 Bt v, I 9ea
SR AR IR B R R 4. 7% BLE S T A T
TR G T8 8. 2% iR 2 it Rk
PERFIE T 85% ~90% s 43 14 Sy - 241 JfL 9 ( hepato-
cellular carcinoma, HCC) 2l HATHCC JA R A
IrFBOE R, R W2 T BE W 5 R AR
H 709% , 8 T (KT 16% ) . A HCC &
ke , R ZHCEE E UGS BN g g it TR
TR, FHL, FHXE HCC BUR AR P
R 2R A= W S 0 RGBT Y P R DR T 4 A ER
M

Progestin and adipoQ) receptor family member 4
(PAQR4) J& T PAQR 3 A 4 XK % ( PAQRI-
PAQRI11) Hiy— b1, i T ARG afk 16p13. 3,42
3R TE CABIEERY] PAQRE 25 A fK
M bR I Kk R L | AR /DN A i
st TR Y, L PAQR4 R BLH
SEESER B RerE . H H AT PAQR4 78 HCC P3R5 K
HXT HepG2 A A= 42 P 52 W O RIF ST 4R /0

1 #MRExF*

1.1 EYEEESH  WILE TCCGA (the cancer ge-
nome atlas) 045 2 TH PAQR4 78 HCC ") 3[R ik
HolE G AR ECE , A ROE S R A5, IR
Hr PAQR4 7 HCC HP it 3k 22 55 M e R T

1.2 (ARESRRESR M HepG2 AHMutkil A
] g R I R ) DL o HepG2 MG IR T 10%
eI (FBS) (1% XML (5 % &/ BE% %) 1Y Dul-
becco B K ¥ Eagle £% 3% 3 ( Dulbecco’s modified ea-
gle medium, DMEM) H1 & F 37 °C 5% CO, K346
e, ANMIEERD T 6 FLIE IR, R RESS (5 T BH B T
JIg B A& Lipofectamine 2000 ¥4 pcDNA3. 1-PAQR4
ki e HepG2 4 LA g 52 56 40, 4% 25 4844 peD-
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NA3. 1-vector 5% HepG2 4HMIAE A HXF AR iy
48 h JE W EE 4N it , il i RT-PCR ( Real-time PCR) il
FE VAR R 0%

1.3 CCK-8 3 U4 K 40] HepG2 2 a4 7h
T96 fLA,24 h JEHEegL 0 NS R IR, B
I 4 A/ 30 TR 24 48 72 h J5iNA CCK-8
A, AL 10 Wl BOA 37 CHEFRAAIE 2 h, fJa it
AR ( BRI 450 nm) |, iE WG

1.4 Transwell SC3& [ Ab X RE 4 0152 55 20 41
JL, R AR B Ol 1.0 x 10° AN/L, IR B 8 5 A
ToMLTE R SR E Y Transwell /NE R 0 A 40 i £
W 100 pl/fL, FEHNMA 600 wl Frif ek, &
ABRFEMTIEE 24 h 5, EEZR T HLMA 4% £
R 1 ml FEE 10 min, B EEXT 20 M 35 A0 B 20
min, 0. 1% 25 i B YL e 6 20 min  FR5HE 2 L E R
TR AN, B AR5 76 W3 T LA 200 A% 5K
FYLE A, EE L3 A4l

1.5 XPRSEIE  HOGECA: K 00 0T R 20 0 SE 50 2
i, 4350 BB AL S5 8 T 6 FLAR P R A 2
5x10° ~/FL, 4SBT 3% 2 40 I EE 10 wl
THEE A Sk 76 B RIJR, PBS whik 3 38, i A JC UL i
DMEM RigR s PR i 9%, 40 51T 0,24 48
h FA$E BT K 200 £ RO A,

1.6 FRAMASMMBET  FHBREY XT3
SH RIS 6 201 P9 200 6L ) s 200 o o VL, T T
1.0 x10° ~/ml, 70 F 96 LAl 5535 48 h i, PBS
THUE 2 I, MKIR FIA Binding Buffer B 240, %
TRAEAE TEL100 pl 455 2 o i B 4N HL A 5
wl B9 AnnexinV-FITC W 10 min, FEAITA Sl il
FEPIBE ( propidium iodide, PI) /W 10 min, /)5
A 400 pl Binding Buffer 22, i 2 4H M AR I 21
MagaT-, BEEIL3 A4,

1.7 SiHFAE ARHIGE P TCCA Bl 5 #di
ST R (v. 4.0.2) 5E R, P20 18] 9 LA Wile-
oxon signed-rank A5 , 22 2H 1% 2 B S A A 1Y LA
H Kruskal-Wallis 5 5 ; Kaplan-Meier 7% 22 il 4= 77 %
2, 4 S0 B 73 A SPSS 26. 0 ZEit4rAF,
THEGORIL o + 5 3o, P [R]85 LA FH ST A
A KRG, LA P <0.05 MESAFIFE X,

2 R

2.1 PAQR4 mRNA 7£ HCC AAMEZHA R
RIEZER  IERI L TCCA ¥t FE h % T HCC
424 SRR AL AR 50 A 55 L SUR 374 A
21 PAQR4 mRNA 7EIH LR 25 KCEH B & T
S, ZR AT EE L (P <0.001), W E
1A, 50 ] HCC £ 35 1 e ) 98 20 8L R 55 1 40
FEA1Z1% PAQR4 mRNA A9 KF-# THEs5 414
EFARIFE L (P<0.001) , WA 1B,

2.2 PAQR4 5 HCC EEIGAKTIEMXE 7S
TR 374 NEEHLREA T, PAQR4 mRNA k4
EAAF R TARR IR, HES B ST E (P =
0.012) , WK 2, HCC 3 Cox [HIIH 43 Hrahi R ank
1 FizR, BRI ZR Cox 43 M 45 51 7R PAQR4 mRNA 3£
IKIKSE (HR = 1.104, 95% CI:1.051 ~1.160, P <
0.001) . T 4+ (HR = 1.816, 95% CI. 1.442 ~
2.287, P <0.001) M 438 (HR = 3.924,95% CI.
1.230 ~ 12.519, P =0.021) %5 BE 5> ] ( HR =
1.879, 95% CI:1. 466 ~2.408, P <0.001) %} HCC
BEWPEFHAERE LW, ZHER Cox 74 R T
7~ PAQR4 mRNA £ ik/KF- (HR =1.396, 95% CI .
1.081 ~1.804, P=0.011) /& HCC &3 M5 il 57
AL

2.3 33Kk PAQR4 Xt HepG2 4H Rf13E 58 B 54

B 1 XHA Wilcoxon signed-rank 4385 #7 PAQR4 7£ IE B X4 0B X A0 88 40 SR AN TR S5 40 U A h Y SR 3R K F
A AEBEXT B X s S A L% © 7 * P <0.001
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#1 Cox EVILLFIREIEE 54 HCC BE PAQR4 mRNA RiZKFER EMIGHRBIEFES REFEHMEME (v £5,n=235)

s e 3 8 R RS EASESiRT

HR 1§ 95% CI P1H HR {8 95% CI P1H
AR * 1.007 (0.989 ~1.025) 0.480 1.014 (0.994 ~1.035) 0.169
el 0.778 (0.488 ~1.244) 0.295 1.205 (0.704 ~2.060) 0.496
o BT 1.013 (0.743 ~1.380) 0.934 1.095 (0.784 ~1.531) 0.594
pLie 1.879 (1.466 ~2.408) <0.001 0.963 (0.359 ~2.582) 0.940
T 434 1.816 (1.443 ~2.287) <0.001 1.768 (0.728 ~4.298) 0.208
N 4347# 2.070 (0.506 ~8.471) 0.312 2.607 (0.422 ~16.127) 0.303
M 43 H# 3.924 (1.230 ~12.519) 0.021 1.707 (0.445 ~6.556) 0.436
PAQR4 mRNA Fik/KF-~ 1.104 (1.051 ~1.160) <0.001 1.396 (1.081 ~1.804) 0.011

FOETERORE e OR e PR O M (L s B =0 1 1) RBRSAR(GL s G2 G3 1 GA=11:2:3:4) S (stage T -

stage Il

E2 PAQR4 mRNA RixKEX HCC BHEH BB EFEREM

CCK-8 A 45 5 i 24 48 72 h I SZ52H % OD
HEX AT &, 2R A5 2L (1 =4.05,
10.47 3.82, P <0.05 ), WHE 3, k&R LA
PAQR4 {1 T HepG2 411G 5

2.4 jtRiE PAQR4 3t HepG2 {2 212200
Transwell S256 25 R 7R 24 h J5 SE 56 2H 1= 28 40 it 5%
BXBAEZ 25 0% t%E L (1=6.03, P<
0.01), WLE 4, 255 PAQRS i1 T HepG2 4
MLrRZERETT .

2.5 @K% PAQR4 Xt HepG2 £H B i # B9 22 i
RIJR S0 25 3 i 7R |24 48 h 5 92060 41 AL A SRRkt
MRS, ZRAFRITFE L (1=9.13 4.40, P <
0.05), WEI5, PhEFRW PAQR4 34N T HepG2 2
JL )3 g

2.6 T3FKi% PAQR4 Xt HepG2 £H B 1= B9 22 M

T A A0SR I 25 SR 7R 48 h S5 SEB 4 40 A7 T
R TR, 2R AR FEEX (1=41.44, P<
0.001), VWK 6, 25 H KB PAQR4 i T
HepG2 4HAEIHT,

tstage Il < stage IV =1:2:3:4) , T/HMA(TI:T2:T3:Td=1:2:3:4) N/H(NO: N1 =0:1),M4 (MO : M1 =0:1)

B3 CCK-8 #ill PAQR4 X HepG2 £H ff1 18 58 & 22 M
SXHBA . P<0.05,** P<0.01,*** P <0.001

B4 Transwell ¥l PAQR4 X HepG2 #1222 HI 2
x4l * 7 P <0.01

x200
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B 5 XI/RSEIEHN PAQR4 Xt HepG2 HAMEZEAIEM %200
SXFIB4 A, " P <0.05, % * * P <0.001

E 6 PI & Annexin V #&ill PAQR4 ¥} HepG2 A1 T K 25
GXTIRAL . 7 7 ¢ P <0.001

3 itig

PAQR %% (PAQRI-PAQR11) & [F 55 i Tang
et al ! F 2005 4 LI £, XK ETE WG T S
T )R AR 2 7 A i sk, {H H 0 4548 SOR ]
TAEGH G BRI Z R E N, Hr, ENSbe R
W R AR PAQR ZEESE A ) S8 ik AN
R B A R VAR O, B 4
JiE ' RN A PAQR4 FE R PAQR FIEHEMA
(14— 03 76 I I8 1) 2B b [ R S 25 DG BV, A7 4
B KB PAQR4 F1 SKP2 il 3 A1 H. 22 8] 1 45 i 4
FHRAT % BRI CDK4 B (A 17Kk i [ 825 5 i
JA &R R, X N JR 22 PAQRA 76 AR PN iR Y
ST TR (0 HATE MM ST PAQR4 7F
HCC i 2238 B MBI GEEL 7

Zhang et al'® 757 F ] PAQR4 mRNA )55 57K
SV 7L A 2 2 % T o) 9 55 A 4 b Y SRR A A 22
5+, H PAQR4 mRNA [ #3555 FUI e B3 T 2210
TG A DG, 7E B /N 20 Bl e AR Y g A1 21
PAQR4 ZJ i & R IAARA, H PAQR4 3 R IA YR

7N 0 it 9 R A T PAQRA AR 363K 110 £ 3 1) A
PRAEAFR L™ . PAQR4 mRNA 7 Hij 1) it 9 41 21
P ek AR T AR SR L U R Rk e
H PAQR4 mRNA 15 335 5 Hig s i KN el
SRR b 55 RS AHET . PAQR4 mRNA 7E i 41
U R KO 3 T o7 L 20k BB R oY B4R
7~ PAQR4 72 N AR A i 1) 2 A8 v R B s g S A
(EE , TEIZBRGE T, RN TCGA H e v 3R 75
() e B RNA 5408 , XF PAQR4 7£ HCC H )2
NS AT T AE S B 27505 45 R 7R PAQR4
mRNA 7E HCC A m 335, H PAQR4 mRNA 5
IR HCC BH SRR, X 5E NI
FEAERIAR L, AP, ZFFRE R PAQR4 mR-
NA [FeIEKEIE HCC B35 k7 i R &R iX il
BHAEZ B 52 v T 5 B 9 I IR 9 38R iE 1, PAQR4
mRNA (AKX HCC B3 HUs A B A5,
T 5 T BT g A B I PR BRFIE AT FR , PAQR4
mRNA [ 287K F-AE 0 221 PRI BRI 1) 2 1A
FO b RS HCC 83 WU il Sz 52 i P 2%
T Bk — 5T
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Hi T B4R PAQRA 5P 6 R, 5T 8.
i PAQR4 HFRAM HepG2 2 A Ak , 7E R [4] Kulik L,El-‘Serag H B. Epidemiology and management of hepato-
7RiT A PAQR4 T B AL HepG2 JIT98 41 ML Fry 14 cellular carcinoma[ J]. Gastrocnterology, 2019, 156 (2) : 477 -

91.
ﬁﬁ\{éﬁ\i{ﬁz,'ﬁjﬂﬁlﬁ]lﬁ,ﬂ ﬂ] Annexin V m%ig@ [5] Tang Y T, Hu T, Arterburn M, et al. PAQR proteins: a novel
E/‘Jz?:f%@%%'ﬁﬁ%%ﬁ PAQR4 Xd‘ HepG2 éﬁ]ﬂ@yﬁjti@ membrane receptor family defined by an ancient 7-transmembrane
IHIER . Wu et al'” B9BF5E 2 B3 2635 PAQR4 fiE pass motif[ J]. J Mol Evol, 2005, 61(3) :372 - 80.

ﬂf A549 Hﬂ]‘ﬁémﬂ@iﬁﬁ ,f%%q‘a{ i{‘@&vo ﬁ%i PAQR4 [6] Zhang H, Han R, Ling Z Q, et al. PAQR4 has a tumorigenic
ffect in human breast cancers in association with reduced CDK4

ab N payaN l ‘n'vzévé f i = €

E[;'ﬁ]zﬁ;ﬁ PC53 *[]‘DU]45 HU?J‘H%J:,EH H?ﬁ,j H EEEE; 1= degradation[ J]. Carcinogenesis, 2018, 39(3) :439 - 46.

A< \%*yﬂ:ﬂj:gz - IEUE?E}H@ZIEJ Eg%ﬁ ° E H J':J-'; [7] Wu B, Liu R. PAQR4 promotes cell proliferation and metastasis

EF' miR-370 E/‘J Eﬁé ’ﬁzﬁﬁ E){—i E PAQR4 E/‘J 3'UTR y through the CDK4-pRB-E2F1 pathway in non-small-cell lung canc-
miR-370 E’(J %Ii % /i.‘\ _?J: ij[ SGC7901 %’ EE'_.E éEH H@ IZFI er[J]. Onco Targets Ther, 2019, 12.3625 —33.
PAQR4 E@%ﬁ%ibu ; Elﬂj Iﬁj Hj— , ﬁ%‘:{ijj PAQR4 ﬁg [8] Xu P, Jiang L, Yang Y, et al. PAQR4 promotes chemoresistance
. . N in non-small cell lung cancer through inhibiting Nrf2 protein degra-
3L miR-370 8 P AL I S AT B AR - dation[ J]. Theranostics, 2020, 10(8) ;3767 —78.
I‘Eﬂ}ﬁ éﬂ;l H@ Z I‘ET‘I E/\J ig }ﬁ%,w, o Iﬂ_il Ij;‘] &I\ Eﬂ“ % iéj %‘Eé ZT—\‘ [9] YelJ, Gao M, Guo X, et al. Breviscapine suppresses the growth
PAQR4 ﬁ%‘%ﬁ'ﬂi‘ E%i; é&] H@ EI/‘J i E N 1%% *ﬂ ﬁ*ﬁz . ii_: and metastasis of prostate cancer through regulating PAQR4-media-
5120157 45 5 41 [ o Vi Fs PAQR4 A BERL N ted PI3K/Akt pathway[ J]. Biomed Pharmacother, 2020, 127.
?Jﬁbﬂu Hee E/‘J,@gﬁi%iﬁcfg%o [10] ;10223" Sun T, YuY 1. MicroRNA-370 inhibits th Life
N N PRI N eng Y, dSun I', Yu Y, et al. Micro =2 inhibits the proliter-
%iﬁﬁtfﬁ ’ 12 E}Fﬁ%ﬂﬁ}ﬁlﬂ‘ i PAQR4 e X‘T atioz, invasion and EMT of gastric cancer cells by directlz targe-
HCC S84 BUR 2 S HoAe HepG2 A HF VR, ik ting PAQR4[J]. J Pharmacol Sci, 2018, 138(2) :96 —106.
Eﬁ T PAQR4 TZE HCC éﬂ g/l:{ EP %%‘%ﬁﬂ—lﬁ?)ﬁﬁjtﬁ?é s [11] LingZ Q, GuoW, Lu X X, et al. A Golgi-specific protein PAQR3
f]‘__%éﬁ PAQR4 'fﬁ E HepG2 é[ﬂ ﬂ@ E’(J i ﬁﬁ . {%% . i is closely associated with the progression, metastasis and prognosis
*z , H jj %:_{ 3K PAQR4 Em-] TF-F"J HepG2 élﬂ H@ i v to of human gastric cancers[ J]. Ann Oncol, 2014, 25(7) :1363 -
PR o e 72.
PAQR4 ﬁmﬁ%ﬁkjﬂ HCC ‘L/Z\Hﬁ%nﬁ}a E‘J%ﬁ*ﬂ?ﬂf\ N [12] Li R H, Zhang A M, Li S, et al. PAQR3 gene expression and its
7’:‘% AR methylation level in colorectal cancer tissues [ J]. Oncol Lett,
2016, 12(3) ;1773 -8.
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Expression of PAQR4 in hepatocellular carcinoma and its effect

on the biological characteristics of HepG2 cells
Dong Qingtai'?, Lin Zhenyu', Li Zhonghu®, Zhang Zhiyong®, Ma Dandan®, Cai Xun'?
('The First School of Clinical Medicine, Southern Medical University, Guangzhou 510515;
*Dept of General Surgery, The Central Theater Hospital of The Chinese People's Liberation Army, Wuhan 430070)

Abstract Objective To investigate the expression and prognosis of ( progestin and adipoQ) receptor family mem-
ber 4 ,PAQR4) in hepatocellular carcinoma (HCC) and its effect on the proliferation, invasion, migration and ap-
optosis of HepG2 cells. Methods The HCC data in the cancer genome atlas( TCGA) database was used to analyze
the expression of PAQR4 mRNA in the tissues of HCC and its prognostic significance. HepG2 cell lines of pcD-
NA3. 1-PAQR4 experimental group and pcDNA3. 1-vector control group were established. CCK-8 assay was used to
detect the effect of overexpression PAQR4 on the proliferation of HepG2 cells. The scratch assay and Transwell as-

say were used to detect the effects of PAQR4 overexpression on the migration and invasion of HepG2 cells.
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C, -#h & ENEAE A549/PC9

AT KA X555

WE BE B C, MABk (HBEIREY Bz —) Xk
/N (AS49 i PCO) A TN, TTik HESRAR
JINGI 98 2 L R ( AS49 i PCO) 4R BUEFE 134T Western
blot, Kl P Al 41 i 198 1285 9 Caspase-3 ] cleaved Caspase-
3 EHARILIE N 8 CCK-8 H 0 1k 77 0 25 ) 9k 5 Ho-
echst 33258 A T- Y ok Ar 4 M A T 1% 00 5 i A M fb 2 ARk
AN PE T R, RT-PCR K 5 1226 (A Caspase-3 MRk,
£8P AE 50 wmol/L ¥ & AL PR 5 40 M 1% J1 ¥4
70% ZoAi s S IRAUAE LY WA BE AR A T RS FHE (P
<0.05) ; Tz A A2 A B A T Y 0 A 9 7R it 28 Ik e Ak
JHLZE I 1485 00 FRZEAR LB (P < 0. 05) 5 76 5k PR K SF- 46

P 25 B HL 3L ; hitps ://kns. enki. net/kems/ detail/34. 1065. R. 20211221. 1000. 007. html

AL I8 T2 ey 12 b 5 i
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KR FEBEAG ; b2 WERE ; Bl A0 DT

FE4ES R 344;R 734
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it 2 A K i W WL RE 2 — ., K2 85% 1)
i /N A B O L 15% S /N2 B s 2 B
HRMFFAR N KR, B A 3 2 LU R i
55 (A R (0 B L g T 2 P R A SR 1 B, fel
B S AR RIRIRLY , X T B R B
TRTT R M 2GR i R A AR

mRNA B RFAT-EE  Caspase-3 KGN (P <0.05), &it
C, A 22 Tk Jie T LA 68 =1 /0N 200 A s 2000 JHEL 00 1, DA A I
PRI i Ay 7 SR AT iR 7 A

P2 O ARG AR O 1, BRI AR
SHSNEES 5% S 5MEEK g T,
TR RARGEY SR . HWIES RIS
T LA 22 R/ 5 2 R AR BRI , DT S 2k
PRI HL A 5 S An L 98 T2, I8 22 8 (lipopolysaccha-
ride , LPS) 7E175 3 . Wik 4] Jfd & A5 4 iE B m] D3 1 3
TR P B O I R TR 7 N e 2 M Y
AEOT ARLELAR I P 6 Tk i 0 1 O R 58 42V 4
E— DRI . BT FORE T ANIRE C, - 22 e e 1
FHTAE /N2 e g 200 1L 2%, 0L %5 G35 5 9 200 L o)
Ja WIS B 2 1 03728 Ak, 3 i DA il 88 1 A6 7 2

2021 - 09 - 05 $%ZUi

FHEWH . HER A RPIEIES (H 581400058 ) ; LA BHE BT
KI5 H (45 :1401045016)

PR PR R ERLR 2258 s BT R, A8 230601
> ERAE MORHE BRI AR, A E 230022

YEB I AT 2 WA
B4, 5, 242, A S0, SEAEAE , E-mail : luyougold
@ 163. com

PI and Annexin V double staining experiment was used to observe the effect of PAQR4 overexpression on HepG2
TCGA database data analysis results showed that the expression of PAQR4 mRNA in HCC
tissues was higher than that in adjacent tissues (P <0.05), and the overall survival rate of HCC patients with

cell apoptosis. Results

PAQR4 mRNA high expression group was lower than that of low expression group (P =0.012). Univariate regres-
sion analysis showed that PAQR4 mRNA expression level (HR:1. 104, 95% CI; 1.051 -1.160, P <0.001), T
stage( HR ;1. 816, 95% CI.1.442 - 2.287, P <0.001), M stage (HR:3.924, 95% CI.1.230 - 12.519,P =
0.021), pathological staging( HR:1.879, 95% CI. 1.466 -2.408, P <0.001) had a significant impact on the
prognosis of HCC patients. Multivariate regression analysis showed that PAQR4 mRNA expression level ( HR:
1.396, 95% CI. 1.081 —1.804, P =0.011) was an independent risk factor of the prognosis of HCC patients. The
results of CCK-8 assay, scratch assay and Transwell assay showed that the proliferation, migration, invasion and in-
vasion ability of HepG2 cells in the experimental group were significantly improved compared with the control group
(P <0.05). Overexpression PAQR4 could inhibit HepG2 cell apoptosis( P <0.05). Conclusion PAQR4 is sig-
nificantly up-regulated in HCC tissue and is related to the prognosis of the patients. Overexpression PAQR4 pro-
motes the proliferation, invasion and migration of HepG2 cells, and inhibits HepG2 cells apoptosis. PAQR4 maybe
a new marker for the diagnosis and prognosis of HCC.
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