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and the changes of TAMs surface markers were detected by qPCR , cellular immunofluorescence and flow cytometry.
Cytokines secreted by TAMs after co-culture were detected by ELISA. ESCC cells were cultured using conditioned
medium of co-cultured TAMs, and the effects of TAMs on the proliferation, migration and invasion of esophageal

cancer cells were evaluated by CCK-8, Wound-healing assay and Transwell assay. Results The expression quantity

of IL-6 and IL-10 of Pg-infected ESCC cells increased (P <0.01). The contents of CD163 and CD206 on the sur-
face of TAMs co-cultured with Pg-infected ESCC cells increased (P <0.001). The cytokines IL-6 and IL-10 secre-
ted by TAMs co-cultured with Pg-infected ESCC cells relatively increased (P <0.01). TAMs co-cultured with Pg-
infected ESCC cells were able to enhance ESCC cells proliferation , migration and invasion (all P <0.05). Conclu-
sion Pg infection of ESCC cells can induce the secretion of cytokines,remodel TAMs to polarize toward the M2-
type immunosuppressive phenotype , thereby promoting the malignant biological behavior of ESCC cells. This study
provides data support for the etiology of esophageal cancer and potential target molecules for clinical immunotherapy
targeting TAMs.
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Analysis and validation of MBL2 as a prognostic marker of
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Abstract Objective To investigate the expression of mannose binding lectin 2 (MBL2) in hepatocellular carci-
noma( HCC) cell lines and its effects on the proliferation and prognosis. Methods MBI2 expression levels in pa-
tients of different sexes and survival analysis of patients were subsequently performed using bioinformatics method.
The mRNA and protein expression levels were detected with the qRT-PCR and Western blot. Cell proliferation was
examined by MTT assay and cell clone formation assay ; Flow cytometry was used to detect the cell apoptosis and cell
cycle. Gene set enrichment analysis( GSEA) was used to analyze the signal pathways of MBL2 enrichment. Results

Bioinformatics analysis and qRT-PCR results showed that MBL2 was highly expressed in male HCC patients com-
pared with female HCC patients ,and was related to the prognosis of HCC patients. Compared with the control group,
over-expression of MBL2 inhibited the viability and clone formation rate of Huh7 cells and MHCC-97H cells;In ad-
dition , cell cycles were arrested and cell apoptosis increased. GSEA and Western blot results showed that MBL.2 was
enriched in the cell cycle signal pathway. Overexpression of MBL2 inhibited the expression of CDK4 protein and
promoted the expression of P16 and BAX protein. Conclusion The expression of MBL2 is down regulated in HCC,
which is related to the prognosis of male patients with HCC and participates in the process of cell proliferation.
MBL2 may be a potential therapeutic target for male patients with HCC.

Key words hepatocellular carcinoma ; MBL2 ; prognosis ; proliferation ; apoptosis



