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WE BM 5T TEA #5% [ F 1 (TEADL) JEF AT IR
£ 5P (SNP) 1s2304733 . TEA % 5 [H T 4 ( TEAD4 ) SNP
157135838 1 1s1990330 5 AE BT[] 5 9 248 Ak KU B 6 &R
Tk R B SR W B S 2 (ELISA) #6301 & %) Bt 41
M TEREAS P BT AT TIRAT 3 (Hp ) B4R SRR IR, IR IE PT R T
B 470 9 1E X IRLH 434 Hp YL Pt (n =223) FiIPH
PR (n =247) o £E 450 BIAEBET] 5 Ji s 49 26 T 470 451X AR
A SRR A EE U N - BRI R B 23854 (PCR-
RFLP) £ AR X} % SNP o7 s i 47 3k [543 28, SR F AE 2% 14 14

2023 —12 - 15 $U%
REEWH. N5t AR X AR B2 5 4 (45 2020LH08004

Logistic [F1IH 3P4l 4 SNP £ 55 5 AETE T B 828 & KU 1) ¢
%, &R TEADI .TEAD4 4% SNP {53455 Hp LA
SRIBE s TEAD] 152304733 53ARBE1T H 8 19 &9 KBS A G , 545
HTT SR AR L, 5 CT JE[R 5 K CC KL DR T80 25 14 2 o
TARBE ] E A & XU (CT ws TT: OR =2.321, 95% CI.;
1.690 ~ 3.188; CC vs TT: OR =5.140, 95% CI: 1.080 ~
24.463) ; TEAD4 rs1990330 SAETE ] B 8 & m KBS A 56, 5
7 GG JEFRIE M LL 484 CT LR A E m T IETE T H
TG & R KBS (OR = 2.405, 95% CI: 1.480 ~ 3.908);
TEAD4 rs7135838 5AE5E 1] 15 8 1Y &2 98 XU TG OCHK ; TEADIL
152304733 \ TEAD4 17135838 LA K 151990330 XfAE 551 B J
RWINAFESE HAE (P <0.05) , & 7E43 ki X
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used as the control group. MTT, EdU staining and cell plate cloning were used to detect the effect of HDG on the
proliferation of GBM cells. Trypan blue staining was used to detect GBM cell death affected by HDG. The effects of
HDG on migration and invasion of GBM cells were detected by cell scratch and Transwell assay. To analyze the
effects of HDG on apoptosis of GBM cells, apoptosis-related proteins Bel-2, Bax, p53 and cleaved caspase-3 were
detected by Western blot. Mitochondrial potential change was detected by JC-10 staining, and apoptotic cell count
was displayed by Annexin V-FITC staining. The effect of HDG on tumor bearing in GBM was analyzed by xeno-
transplantation in BALB/C mice. Results Compared with the control group (HDG 0 pmol/L) , HDG significantly
inhibited the proliferation, migration and invasion of U87 and U251 cells, and they were dependent on the use dose
of HDG. Trypan blue staining showed that HDG obviously increased death number of GBM cells. The mitochondrial
potential of GBM cells was remarkedly decreased, the number of apoptotic GBM cells obviously increased, the ex-
pressions of apoptosis-related proteins pS3, Bax, cleaved-caspase3 were up-regulated and Bel-2 was down-regulated
by HDG in U87 and U251 cells. HDG significantly inhibited the size of subcutaneous GBM, the Ki67 positive rate
of GBM cells and caused a large number of GBM cells to die in BALB/C mice. HDG had no obvious toxic effect on
human HEB cells and the liver of tumor-bearing mice. Conclusion HDG can significantly inhibit the prolifera-
tion, migration and invasion of GBM cells and induce the apoptosis of them. The mechanism of HDG induced apop-
tosis of GBM cells may be through mitochondrial damage and regulation of p53 and Bel-2/Bax expression.
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B i (gastric cancer, GC) J&— & J4 1 Z2 3£ A
g, RS Je— 20 0% Z W Beid f, Horbi 1)
WEFT T ( Helicobacter pylori, Hp ) JE& e J& T 2 AE TE 1]
Bk B R s T, dE Sk HiRIE K4 80%
MEAETE ] B S Hp B S A G, B RA 1% ~
3% M) Hp JEULBHPE# & B, R E 1058
FRIRER  JUHIETE F IR R B AT IR 2 5% ( single
nucleotide polymorphism,SNP) 5AETE 1 H A1 %)
JERPEARDCIR D

TEA QtﬁJiEJQ?F?z:kL%(TEA domain transcription
factor, TEAD) 2 & & . 40 S A R AE 2F & b ) ¢
T 7R R B A i R rh B O
O BF5E KW TEADL 1 TEAD4 15 /K V-2 15
55 E R A R R B WU B UIAR G AT AR R Y
JRURS: T A B s b i . ELRSE T 2 HH Hp ke
HAINT TEAD (%% 5306 P, vT W TEAD 7 B 6 42 i
R Rl RE A T — s B AE . I, TEADL Al
TEAD4 AIYESAWT AT 5 J 28 ) s S e L A

1 #MREF*

1.1 fmEIER 920 78403k Hb IX A2 3% 5 4F
DL HE TG R DURNRE, Hop 450 iR 5t
T E R BIHERR T4k & 55 % A B B DA SR
TS RITHCT B B 5 470 % IR 4 e i
B9 S RT3 A S TR Bl AR AZ 4 Hp T
BRIGIT ICBEHFAR . a5 LI %8 T AN [
A, BARMS T3k BR 22 B B2 24 AR B 23 B4 25 I L
[ BEAEH MK 2021 55 (006) 5],

1.2 {UEF;5iXF A Hp il (HP-Ab) ELISA £l
IR B I8N SESE B A R A BRA w5 AL
2 DNA $EBUAH & DL S 2 x Taq PCR Master-
Mix $04 [ I 50 RAR A LB A R A 7] 1R i
VX R A ) TR RN w1 BRI 4
it ( BseYI, Hphl , SfaNI) LI X 10 x NE Buffer 31 H
Jb 50 NEB 4 B2 7 ; Biosharp BRAS I [ Ik 50 22 7%
AR A BR 2 7, PCR X H 3% E THERMO
O8] TEIRK R A B —fE A ] kA A
TUH G AEYH R A BRA A 2 RGBS A (Azure
¢300) 1 H 2EH Auze A H],

1.3 FHi&

1.3.1 SNP ffit  ARE SCER"™ i iH, TEADI
12304733 Hl TEAD4 1713538 1] GEHA W AE (0 4= )
2 I1fiE ; TEAD4 151990330 5 5 1, 29 1l 5 458 2 A
ST RGBSR T S e AT i SR 5T

(1) 3 4~ SNP i s AT 01 2E 0 5%

1.3.2 Hp #4#4&n  RH A Hp $iLik (HP-Ab)
ELISA #3850 & A8 I Hp YL 16 00, 7™ 4% 44 B8 3L
IS HEAR DO bR v 45 R R OD i > B PEXT id
fL OD F¥{H +0. 15, W4 Hp JEYL M, K20 Hp
1.3.3 ARSA RHAANMBERERZA DNA $2 50K
F & UM A I 40 M0 DNA |, 5% FH 58 4 Bl =X 5 1
- PRl M B BE 2 & ( polymerase chain reac-
tion-restriction fragment length polymorphism, PCR-
RFLP) i AR#EA7 3K 435 PCR [ WK & Ky 25
Ml,@/&‘? 2 x Taq Master Mix 12.5 Ml\%gﬂ DNA
100 ng, b RFE514)45 5 pmol, PCR [V 554 . 94
CHAEME 5 min;32 MEFFE 94 CAEE 30 5,58 C
Bk 30 5,72 CHEMH 60 s; )5 72 CHEMH S min, [
VIR N Z R 10 wl, A5 BR &I HEADIEE S U, 10 x
NE Buffer 1 ul,PCR ¥ 3#/%) 2.5 pl, BEVIARIR
STELLETICE T 37 CRYHEIRKIRFENIFE 1.5 h
J&, T 2% MINEHEEE I HEA T LK 3 AT Tl A 2
RASCWER BV 5 H B R BE /NI Wy L6 PR A
% PCR 5190550 B =Wy B 25 B il 14 P 1) g A
XoF INE 1 527 itk B A R i) P B BE TR LR 1

1.4 Sit=F43E R SPSS 26. 0 Sit- k1t
ST, RIS AEAR ¢ K256 LA K Pearson x* K36
Sy BTALIR] B AF I R0 PE N A A 25 . SR G
> KB 4T TEAD]  TEAD4 3£ 4% SNP {37 5 3% A
RIS A 2 545 A Hardy-Weinberg i 4, SRR
S Logistic T8 8 & 4R 4% 1 5 )5 B9 LU {H Eb
(OR) LA K 95% B A7 X [H] (CI) , LA IEAl TEADL |
TEAD4 %% SNP {3 f3 L A7 3L k| vk B
WM 4 FB AR S5 ARTE T A g KU 1) ¢
A R A B E D (ATC) A0 DL 3 £ B o DU
(BIC) , K Haploview 4. 2 3440 #f TEAD4 2 4
SNP o7 5 AT A s R R, SR L2
N7 R4k J7 % ( GMDR) # A 43 r SNP-SNP 38 H.AE
FH G AR BE 1] 9 A8 & KU W] g 7 A 28 BLAE
FHIHE R Z 25 E

2 R

2.1 —MRIGRFTREEE 470 )X B ZH 1 450 i
I A AE AT RO 3] o0 A 1 25 e ¥ RG22 B L,
W32, 7E 470 BT REZH 223 4] Hp JR G B M40
F1 247 5] Hp JEG% BH M4 A6 AT % FE 5 53 A 1 25 5%
BIgitEm L, R 3,
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#* 1 TEAD1 . TEAD4 ERE & SNP i 5[ PCR 5|1 F 5K E BV EHREBUH B
SNP No. BIYIFHI(5'-3") PCR K J¥ (bp) A Uit JRIHREE(C) YL B BE (bp)
152304733 F:AACTGGAATGAGGCTTGGTG 286 BseYI 37 TT 2 [H 5 .286
R: GGGACACTCACCTGGAATG CC FE[H%Y.208 .78
CT £ [H#.286 208 .78
17135838 F:GACGAGACTGGGAAGAGCGAG 250 SfaNI 37 CC KA 250
R: ACAGGCAGTCCGCTTACCT GG R, 161 .88
CG HL[A #1250 161 .88
151990330 F. AGAGGGCTGGACTAGGTAGA 192 Hphl 37 TT 2 KA. 192
R: CCTTCCCTGTCTGCTGTCA GG FEHRY . 132 .92
GT FEH#AI. 192 132 .92
*2 MRBAMFHA—RERERLE x50 (%) ] 2.2 TEADI1.TEAD4 EF SNP 53 HIIBETX
B n THIER () y HER - R EIEZR TEADI 12304733 TEAD4 157135838
] 3 Y 1R 4 49454 Har-
ST 470 59.14=11.08  323(68.7) 147(31.3) Lh B 151990330 E?%iﬁfﬁﬁﬁm;,ﬁﬂ]ﬁn Har
Ul 450 60.22£10.32  335(74.4) 115(25.6) dy-Weinberg V- % 13 (1s2304733 . x> =0.730, P =
29 1.525 3.694 0.694; 1s7135838: x° = 1.013, P = 0.603;
P 1A 0.128 0.055

®3 Hp BEAMAMMEME—RIERZRIER x50 (%) ]

151990330 x> =0.022; P =0.989) , 7F 4 P fL 4
%N TEADI 152304733, TEAD4 157135838 L4 J%

- ERBVRTS VER] 151990330 ¥J 5 Hp B TE R BE, U3 4, TEADI
) — (%) % % 152304733 7EIL | Pk B B 3 RS A LR T
) 223 59.14 +11.58 151(67.7 72(32.3 N . . . e
W et elee v B AR BT R T KUK S0, e 4t e i
% 0.007 0.202 Bk Fc R H AIC A1 BIC MO /N, 7Edt @ik
o .09 0659 AR g T IR A L 45 CT
x4 AEEEHEET TEADI. TEAD4 E£EK SNP 5 Hp B REHER [ n (%) ]
SNP Xl Fe [K 1 Hp' ™) Hp'*) OR(95% CI)* AIC BIC
rs2304733 3L 5% TT 189 (84.8) 202 (81.8) 1 657. 1 673.7
CcT 34 (15.2) 43 (17.4) 1.171(0.714 ~1.922)
cC 0 (0) 2 (0.8) 1.010(0.996 ~1.024)
B T 189 (84.8) 202 (81.8) 1 657.4 674.1
CT +CC 34(15.2) 45 (18.2) 1.229(0.752 ~2.008)
(58S TT + CT 223 (100.0) 245(99.2) 1 655.5 672.1
cC 0 (0) 2 (0.8) 1.008(0.997 ~1.020)
B TT + CC 189 (84.8) 204 (82.6) 1 657.8 674.4
CT 34 (15.2) 43 (17.4) 1.162(0.708 ~1.906)
rs7135838 3L 54 cC 210 (94.2) 220 (89.1) 1 684.9 701.6
cG 13 (5.8) 27 (10.9) 1.974(0.991 ~3.933)
GG 0 (0) 0 (0) -
B cC 210 (94.2) 220 (89.1) 1 684.9 701.6
CG +GG 13 (5.8) 27 (10.9) 1.974(0.991 ~3.933)
(58S CC +CG 223 (100.0) 247 (100.0) 1 686.8 699.2
GG 0 (0) 0 (0) -
B CC +GG 210 (94.2) 220 (89.1) 1 684.9 701.6
CG 13 (5.8) 27 (10.9) 1.974(0.991 ~3.933)
rs1990330 3L 54 GG 210 (94.2) 234 (94.7) 1 688.7 705.3
GT 13 (5.8) 13 (5.3) 0.900(0.408 ~1.986)
TT 0 (0) 0 (0) -
B GG 210 (94.2) 234 (94.7) 1 688.7 705.3
GT +TT 13 (5.8) 13 (5.3) 0.900(0.408 ~1.986)
(58S GG +GT 223 (100.0) 247 (100.0) 1 686.8 699.3
TT 0 (0) 0 (0) -
B GG +TT 210 (94.2) 234 (94.7) 1 688.7 705.3
GT 13 (5.8) 13 (5.3) 0.900(0.408 ~1.986)
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A 2 CC LRI YR BT 1] 18 98 10 2 s AU X2y 38 i
(CT vs TT: OR =2.321,95% CI:1. 690 ~3. 188;CC us
TT:OR =5.140,95% CI.1.080 ~ 24.463) ; TEAD4
157135838 7E 4 st (LB AL N ¥ 5458 1] H i &
9 RS TG DGk 5 76 T A7 I RE A i TEAD4 151990330
TT JEF AR 3 5 25 5 R 151990330 5 3E 5]
B i 1) s AU DG IG , #5747 GT JE R 3 544 GG
SEPRRUE AR L AR S 9 1 & AU 38 i ( OR =
2.405,95% CI:1. 480 ~3.908) ., W% 5.

2.3 TEAD4 EEMBEAKBESEFTBEETLZFR
BEIEFR Xt TEAD4 2 4~ SNP i s 473 8 A
it R BLICiE LL Hp (LOD =0. 50,7 =0.001) it
EAETET T B (LOD = 1.22, 1 =0.002) N 45 )/
5, 157135838 Fll rs1990330 14 41 1% B A%, ¥4 oK RE A4
LAY

2.4 SNP-SNP W EHINBEBETLBEREHZ EIE
A4t RH GMDR {4 (Beta version 0.7, Uni-
versity of Virginia, Charlot tesville, VA) X} TEADI |
TEAD4 Z2Z5VEA7 5 (8] 7] BB A7 78 (1 751 By 28 T AE I 3E

8T, 45 R Bow, 76 3 F AL TEAD] , TEAD4
Z ML Hp B ARFEAEsCHAER . Wk 6;
MHEETE ] H i 2 N YA E L BEAEH (P <
0.05) , H TEADI rs2304733 .TEAD4 151990330 {37 i
XFAEBE T 8 i s AU A7 1) — B 3¢ EATE FH )
Wi, s B, R 7,

3 itig

Hippo {5 53 430 =5 4 15 A A 3 7 4 Ak | fe s
S ,1&5&7}14]@5@2%93“0] . TEADs EH Hippo 1H
BEH YAP (9 EE N U S AR A R R R
LHEBENIIGEE LM Molina-Castro et al'™ #iff 5%
KPR T AE LR Hp Al fik & Hippo-
YAP1/TEAD if 72 LA Bt i 3R 26 B A2 28 16 4h,
Zhou et al'® W5 R IIFE B G441 TEADI Y H
JKF-FT mRNA 2635 /K7 B @ 38 5, H TEAD1 3 3%
K5 BN TS AHOC 1 TEAD4 1 23k S8 T
B LR - ]SS AL R TG R I, Ik, TEADI
F1 TEAD4 J2AE it B i 40 i A K i B 80 1, vl

x5 FTREEEEERT TEADL, TEAD4 EEE SNP S5H[TBEEFREHXER (2 (%) ]

SNP R FEH A pOgicE| ! OR(95% CI)* AIC BIC
12304733 Jt g TT 391(83.2) 301(66.9) 1 1245.4 1264.7
CT 77(16.4) 141(31.3) 2.321(1.690 ~3.188)
cC 2(0.4) 8(1.8) 5.140(1.080 ~24.463)
b T 391(83.2) 301(66.9) 1 1246.5 1265.8
CT +CC 79(16.8) 149(33.1) 2.392(1.749 ~3.271)
(5863 TT + CT 468(99.6) 442(98.2) 1 1273.4 1292.7
cC 2(0.4) 8(1.8) 4.202(0.883 ~19.998)
iR e TT + CC 401(83.6) 309(68.7) 1 1250.8 1270.1
CT 77(16.4) 141(31.3) 2.271(1.654 ~3.118)
157135838 3 g % cC 430(91.5) 415(92.2) 1 1337.2 1356.5
CG 40(8.5) 35(7.8) 0.874(0.543 ~1.406)
GG 0(0) 0(0) -
Bk cC 430(91.5) 415(92.2) 1 1337.2 1356.5
CG +GG 40(8.5) 35(7.8) 0.874(0.543 ~1.406)
58k CC +CG 470(100.0) 450(100.0) 1 1335.5 1345.0
GG 0(0) 0(0) -
B CC +GG 430(91.5) 415(92.2) 1 1337.2 1356.5
CG 40(8.5) 35(7.8) 0.874(0.543 ~1.406)
151990330 Big X GG 444(94.5) 394(87.6) 1 1324.3 1343.6
GT 26(5.5) 56(12.4) 2.405(1.480 ~3.908)
TT 0(0) 0(0) -
B GG 444(94.5) 394(87.6) 1 1324.3 1343.6
GT +TT 26(5.5) 56(12.4) 2.405(1.480 ~3.908)
(58S GG +GT 470(100) 450(100) 1 1335.5 1350.0
TT 0(0) 0(0) -
M GG +TT 444(94.5) 394(87.6) 1 1324.3 1343.6
GT 26(5.5) 56(12.4) 2.405(1.480 ~3.908)

©OPA T PERIRIARR AR
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% 6 SNP-SNP i Hp B LR MZEEAL
grsE  Rirk 2L

=Rl

aa e . sr
[1s7135838 ] 0.5259 0.4862 7/10 0.9453
[1s2304733-157135838 | 0.5380 0.5327 10/10  0.1719
[1‘52304733—rs7135838—rsl990330} 0.5381 0.5189 10/10  0.1719

R 7 SNP-SNP W EHBEXRRENZEERSHT

. ek BirE 8 RIE n
R ) i P
R MR Bk

[ 12304733 ] 0.5787 0.5790 10710  0.0107
[ 1s2304733-1s1990330 | 0.5940 0.5938 10/710  0.0107
[ 152304733-1s7135838-1s1990330]  0.594 1 0.5931 10/10  0.0107

VBN BRIy T st G A o8 ) S B v SL H (B H
A & FTEADI FITEAD4 JE KN £ 5 5458 1] B &
AR S I AT A 58 3 R WLARGE , PR, RS e A
SLTUR AREF 3T TEAD] F1 TEAD4 F 356 PR 22 25k
55 Hp e KU DA e A58 171 18 i 5t 4% 5 Stk ) ¢

T 45 R W78 TEADL JE[K SNP rs2304733 7E
e TR TR R e e b g U RS (Y
IE7 T 229 DRSS A G, JH v e Jp AR Sy e AR Y
AIC 1 BIC Wy{E &/, FEIL W PEREAL T 4547 CT 2
RIAVFT CC JER 3 S5HEay TT JER R AH L, JE BT
1] R Y A AR K G T, R GRT AT TEADT R B
SNP 152304733 (1) CT FEH BRI CC FE A AT
SLBUGRABERAE ST T B R AR e B &, R,
Xia et al'® B} 57 £ W] SNP rs2304733 5 T8 1Y B4
AEAEIH B A 3 A e | 45 SR 22 ST BE S R[]
PRI 1) A IR BT LA B ] — 3 PR 2 25 M A N TR e v
e AR AN R A G

TEAD4 %[ SNP rs7135838 7 PU s L1 £
PSRBT e A KUK TGO 5 T TEAD4 J: A SNP
151990330 783t M | Pk G BB A ARl T S
FEBEIT E 9 & R A G, FE T A I REAS
TEAD4 11990330 TT 3 F AU A H B, H UL #5447 GT
SEHAE 5# GG R ALE M, BT T B
g KCRS: 38, H B mT A, 7E AL Sk DU N BE
TEAD4 :£[H SNP rs1990330 £ GT H: M 5 GG %
PIARUAR L R AE TR ] B AR i &R, Xia et
al M BFSTHE SNP 157135838 55 [1 A RE v 1T 9 AR
B R A A R A A G M, R SNP
17135838 W REAEAE BE 1T B 98 1) & A A9 19 T8 5
FORERFEEMEM. Yuan et al® BHF5% & I 151990330
RIVE Ry Bz Jok P €988 701 )5 A= A7 19 2 57 35000 PR 7, SNIP

rs1990330 GT + TT FEH A 5 GG FEHNAIA L, 5 &
JHR SRR 2R B 25 B TS AR A B A OG IR IE I 4
F5 Yuan et al'®’ FYBFFE 25 542 R SNP 1s1990330 1]
REE T AETE ] 15 8 & Az DA S PR R s st %
Fric, GT 3R ALRAETE ] B i Ao KU DL S R B 3R
JeE L PG R 2R

SR, TEAD1 152304733 . TEAD4 rs7135838 L
J 131990330 7E 4 FhistfE BRI T 5 Hp YL T0 ¢
B:(P >0.05), TEADI rs2304733 , TEAD4 rs1990330
55 Hp B DL JAEGETT B8 & 0 AU DI M 1 22 5
Al g5 [F]— 2 TR B 2 0 A [ B B ke 9 /R
AN 5 5 1 TEADA 17135838 7E Hp JBe L) Jz B 5%
I8 9 g AR TR T BRSNS AR

e R L AR e A R B0 B s o BT 1 8
FEAEAETE T B BT B S BT L
A BUE AR LA SR AT A AR, PR it
FERR A AETET T 9 R I FE X &2, DA 3k B bl
I FERT G A1 PR S o X A 5 245 SR i R 2 ), SR
M, TIZA R B A B AR AR, 18 75 3 — 2P RAEA
#, LLWAHE TEAD] 1s2304733 ,TEAD4 rs7135838 L)
J 11990330 5 AR TE T H 9 AR g KU 119 i 1) ¢
%, [} iZF 5 8 22 B TEADI rs2304733 . TEAD4
rs7135838 LA 151990330 5 AE U1 H 9 & s KUK
YA A2 HAE ], Hodh TEADL rs2304733 . TEAD4
151990330 37 5 19 —- By 22 B AE X AE 58] 9 AW
DA (R I RV E T ik, H B R, G Tix s 285
FEBEIT R & AR 1) 22 BLAE A 98 30 oK LR 3E
PRI 29 I 45 SR T B E— 2 56 E
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Associations of TEAD1/TEAD4 gene polymorphisms with

non-cardia gastric carcinogenesis
Yan Xiaoxia', Dong Wenjie', Zhang Yunxiang’, Gao Fang®, Jia Yanbin'
('School of Basic Medicine and Forensic Medicine, > College of Medical Technology and
Anesthesia , Baotou Medical College, Baotou 014040)

Abstract Objective To investigate the associations of the single nucleotide polymorphism ( SNP) rs2304733 in
TEA domain transcription factor 1 ( TEADI ), rs7135838 and rs1990330 in TEA domain transcription factor 4
(TEAD4) genes with the risk of non-cardia gastric carcinogenesis. Methods Enzyme linked immunosorbent assay
(ELISA) was used to detect specific antibodies against Helicobacter pylori( Hp) in serum samples of the normal con-
trol group. 470 normal controls were divided into Hp infection negative group (n =223) and positive group (n =
247) based on antibody titers. In the 450 non-cardia gastric cancer cases and 470 controls, polymerase chain reac-
tion-restriction fragment length polymorphism (PCR-RFLP) was used to genotype the each SNP locus. The uncon-
ditional Logistic regression method was used to evaluate the associations between each SNP locus and the risk of
non-cardia gastric carcinogenesis. Results The SNPs of TEAD1 and TEAD4 were not associated with Hp infec-
tion. TEADI rs2304733 was associated with the risk of non-cardia gastric cancer. Compared with the carriers of TT
genotype, the carries of CT and CC genotypes had an increased risk of non-cardia gastric cancer (CT vs TT:OR =
2.321, 95%CI. 1.690 -3.188; CC vs TT: OR =5.140, 95% CI; 1. 080 —24.463). TEAD4 rs1990330 was as-
sociated with the risk of non-cardia gastric cancer. Compared with the carriers of GG genotype, those with GT geno-
type had an increased risk of non-cardia gastric cancer (OR =2.405, 95% CI. 1.480 - 3.908). TEAD4
rs7135838 was not associated with the risk of non-cardia gastric cancer. TEAD1 rs2304733, TEAD4 rs7135838
and rs1990330 had interaction effects on the risk of non-cardia gastric cancer (P <0.05). Conclusion In Baotou
Han population, TEADI rs2304733 and TEAD4 rs1990330 do not play a major role in Hp infection, but may play
a role in the risk of non-cardia gastric cancer. TEAD4 rs7135838 may not play a major role in the risk of Hp infec-
tion and non-cardia gastric cancer. TEAD1 rs2304733 and TEAD4 rs1990330 have the strongest synergistic effect
on the risk of non-cardia gastric cancer, which is the best interaction model.

Key words TEA transcription factor 1; TEA transcription factor 4 ; gene polymorphism ; Helicobacter pylori; non-

cardia gastric cancer



