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cysteine were assessed by Western blot. Results Compared with the normal group the levels of ALT and AST in
MTX-induced liver injury model rats increased ( F'=70.23 P <0.01; F=11.09 P <0.05) and the liver histopa-
thology showed extensive inflammatory cell infiltration hepatic lobular structure disorder and hepatocyte swelling.

Compared with MTX model group the levels of ALT and AST in CP-25 prevention group and treatment group were
lower ( F =62.32 86.86 P<0.01; F=16.35 7.14 P <0.01) and the pathological score of liver tissue was
lower ( F'=18.33 P <0.01; F=15.47 P <0.05) . Further studies showed that compared with MTX model group

both CP25 prevention group and treatment group could significantly down—regulate the expression of pro-apoptotic
proteins Bax( F'=21.37 P <0.01; F=19.35 P <0.05) Cyt-C( Fpas pevention gop = 7+ 21 P <0.01)  cleaved-
cas8( F =12.32 P <0.05) and cleaved-cas9( F =8.41 P <0.01; F=6.91 P <0.05) and up-

regulate the expression of anti-apoptotic protein Bel2 ( F =13.11 P <0.01; F=9.93 P <0.05). At the same

CP-25 prevention group

time compared with MTX model group CP-25 prevention group and treatment group decreased the levels of 11—
1B IL-6 and TNF-0( Fpos prevention goup = 160. 7 46.55 28.89 P <0.01) 5 Fpos ieament group = 127- 4 53.70 26. 46
P <0.01) down-egulated the levels of MDA and NOX4 ( Fipos pevention oy = 31.71 38.45 P < 0.01;
F =27.89 31.27 P<0.01) and up-regulated the level of GSH ( F =39.65 29.04 P <0.01).

CP-25 treatment group
Conclusion CP-25 has a good therapeutic and protective effect on hepatotoxicity induced by MTX and this effect
may be related to its inhibition of oxidative stress inflammatory response and reduction of apoptosis in liver tissue.
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2 (%)
(95% CI) (95% CI) (95% CI) (95% CI)
sDC2 70.8(61.0 ~79.0) 99.1(97.2 ~99.8) 96.2(88.4 ~99.0) 91.5(88.0 ~94.0) 0.699
TFPI2 84.0(75.3 ~90.1) 94.9(91.9 ~96.9) 84.0(75.3 ~90.1) 94.9(91.9 ~96.9) 0.789
SDC2  TFPI2 93.4(86.4 ~97.1) 94.6(91.5 ~96.7) 84.6(76.5 ~90.4) 97.8(95.4~99.1) 0.880
3 (%)
(95% CI) (95% CI) (95% CI) (95% CI)
SDC2 38.7(27.9 ~50.7) 99.1(97.2 ~99.8) 90.6(73.8 ~97.6) 87.8(84.0 ~90.9) 0.378
TFPI2 52.0(40.2 ~63.6) 94.9(91.9 ~96.9) 69.6(55.7 ~80.8) 89.8(86.1~92.7) 0.469
SDC2  TFPR 62.7(50.7 ~73.3) 94.6(91.5 ~96.7) 72.3(59.6 ~82.4) 91.9(88.4 ~94.4) 0.573
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The value of combined SDC2 and TFPI2 gene

methylation testing in the early screening of colorectal cancer

Chu Mengzhen Tang Yigui Zhang Min Hu Yuanyuan Xu Jiadan Zhang Yang
Yang Yuping Wang Anyong Wang Zhongxin
( Dept of Clinical Laboratory The First Affiliated Hospital of Anhui Medical University Hefei 230022)

Abstract Objective To investigate the value of combined stool syndecan2 ( SDC2) and tissue factor pathway in—
hibitor 2 ( TFPI2) gene methylation testing in the early screening of colorectal cancer. Methods 106 patients with
colorectal cancer ( colorectal cancer group) 75 patients with advanced adenoma ( advanced adenoma group) and
35 patients with non-advanced adenoma ( non-advanced adenoma group) were selected as study subjects and 153
patients with other gastrointestinal disorders and 182 patients with negative colonoscopy results during the same peri—
od were selected as the control group. The quantitative methylation-specific PCR( qMSP) method was used to detect
SDC2 and TFPI2 gene methylation in the stool specimens of all subjects. The sensitivity and specificity of the com—
bined SDC2 and TFPI2 gene methylation assay for the detection of colorectal cancer and adenoma were evaluated u—
sing colonoscopy and pathology results as the gold standard. Results Among 106 patients with colorectal cancer
the sensitivity of combined methylation test was 93.4% ; among 75 patients with advanced adenoma the sensitivity
of combined methylation test was 62. 7% ; among 35 patients with non-advanced adenoma the sensitivity of com—
bined methylation test was 34. 3% ; the specificity of the combined SDC2 and TFPI2 gene methylation test for color—
ectal cancer and adenoma screening was 94. 6% . Conclusion The combined SDC2 and TFPI2 gene methylation
test has high sensitivity for colorectal cancer and its early lesions and it also maintains high specificity.
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