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Abstract: Objective To investigate HIV-1 subtypes and drug resistance in HIV/AIDS patients who failed in antiretrovi-
ral therapy in Jinhua City, Zhejiang Province, so as to provide the basis for improving antiretroviral therapy strategy.
Methods Totally 128 plasma samples of HIV/AIDS patients who failed in antiretroviral therapy (treatment for more
than 6 months and viral load =1 000 copies/mL) from January 1 to November 30, 2023 were collected. After nucleic
acid extraction and amplification, the sequences of HIV-1 pol genes were determined using first generation sequencing
method, then submitted to HIV resistance database of Stanford University in the United States, and the subtypes, drug
resistance mutations and drug resistance status of HIV-1 were analyzed. Results A total of 118 sequences of HIV/
AIDS patients were obtained, including 94 males and 24 females (male to female ratio, 3.9 : 1). There were 53 cases
aged between 40 to 59 years, accounting for 44.92%. The main infection routes was heterosexual contact, with 92 cases
accounting for 77.97%. The main HIV-1 gene subtypes were CRFO7_BC and CRFO1_AE, with 45 and 39 cases ac-
counting for 38.14% and 33.05%, respectively. There were 75 cases found to have drug-resistant site mutations, with a
mutation rate of 63.56%. The most common mutation sites were M184 and K103, with mutation rates of 29.66% and

28.81%, respectively. There were 58 cases with resistance to more than one drug, with a rate of 49.15%. The rates of
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resistance to non—nucleoside reverse transcriptase inhibitors (NNRTI), nucleotide reverse transcriptase inhibitors (NRTI)

and protease inhibitors (PI) were 50.00%, 33.90% and 4.24%, respectively. Conclusion The HIV-1 gene subtypes of
HIV/AIDS patients who failed in antiretroviral therapy in Jinhua City are mainly CRFO7_BC and CRFO1_AE, which are

mainly resistant to NNRTI and NRTL
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Table 1 Distribution of HIV-1 gene subtypes in patients who

failed in antiretroviral therapy [n (%)]

WA TRIT R [GESE- B
CRF07_BC 45 (38.14) 27 (60.00)
CRFOI_AE 39 (33.05) 26 (66.67)
CRF08_BC 13 (11.02) 9 (69.26)
B 5 (4.24) 5 (100.00)
C 5 (4.24) 4 (80.00)
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Fl 2 (1.69) 1 (50.00)
URF 6 (5.08) 1 (16.67)
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HIV/AIDS patients who failed in antiretroviral therapy

G A FAREYL FARER %%

NNRTI 63 53.39
K103 34 28.81
V106 16 13.56
V179 16 13.56
P225 10 8.47
Y181 9 7.63
G190 6 5.08
K101 6 5.08
V108 4 3.39
F227 3 2.54
E138 3 2.54
Y188 3 2.54
A98 2 1.69
H221 2 1.69
L100 2 1.69
K238 2 1.69
M230 1 0.85

NRTI 45 38.14
M184 35 29.66
K65 14 11.86
68 13 11.02
K70 8 6.78
M41 5 424
L74 4 3.39
K219 3 2.54
D67 2 1.69
215 2 1.69
Y115 2 1.69
V75 1 0.85
PI 10 8.47
K43 4 339
058 4 3.39
K20 1 0.85
133 1 0.85

PI B8 , 2878 5 L K43 Fil Q58 Jy &, 74k
AR A RIS I BE T 25 RV A 25 . {5 Pl
K ELGAR A I VAP 2y, A7 P E 2L 2507
JLH ZA 5 Y IRl ] = A B R 25 T, e b
BT B A AR MRS, AAERR X
it 25 i AT e o AN YR & B 2 B3A YT O WO 19 A7 AR
NNRTI. NRTI il PI 25254 [l i it 25 ()18 O, 9 161
MRS 2%, FHURREABESE BT, KAy,

SAETHUR BEIAYT I HIV/AIDS Ji %=1 F
25T 25 3N 49.15%, SHRTLAE & N T BF 5% 45
Je AT, T T M NS Y M, X HRR



TR BE 2024 4E 6 H 45 36 #4564

China Prev Med J, Jun. 2024, Vol. 36, No.6 + 509 -

F 3 HUREHAIT I HIV/AIDS J5 5 251 50
Table 3 Drug resistance among HIV/AIDS patients who failed in

antiretroviral therapy
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