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1 SNP  CRC n( %)
SNP a a OR(95% CI) * P AIC BIC
1s558614 AA 114(28.9) 110( 28.4) 1 - 1065.2 1 067.9
AG 184(46.7) 176(45.4)  1.050(0.712 ~1.550) 0.805
cG 96(24. 4) 102(26.3)  1.102(0.774 ~1.567) 0.590
AA 114(28.9) 110( 28.4) 1 - 1065.3 1 068.0
AG+GG  280(71.1) 278(71.6)  0.987(0.720 ~1.353) 0.933
AA + AG 298(75.6) 286(73.7) 1 - 1065.1 1067.8
cG 96( 24. 4) 102(26.3)  1.082(0.779 ~1.501) 0.638
AA+GG  210(53.3) 212(54.6) 1 - 1.065. 1 1067.8
AG 184( 46.7) 176(45.4)  0.932(0.700 ~ 1.240) 0.627
- - - 0.756(0.561 ~1.018) 0. 065 1065.1 1067.8
rs9552315 TT 104(25.6) 113(29.2) 1 - 1081.1 1083.8
TC 200(49. 1) 184(47.5)  0.844(0.568 ~1.253) 0.400
cC 103(25.3) 90(23.3)  0.985(0.693 ~1.401) 0.935
TT 104(25.6) 113(29.2) 1 - 1080.9 1083.6
TC+CC  303(74.4) 274(70.8)  0.852(0.620 ~1.171) 0.324
TT + TC 304(74.7) 297(76.7) 1 - 1081.7 1084.4
cC 103(25.3) 90(23.3)  0.932(0.670 ~1.297) 0.677
Tr+CC 207(50.9)  203(52.5) 1 - 1081.6 1084.3
TC 200(49. 1) 184(47.5)  0.928(0.699 ~1.231) 0.602
- - 0.789(0.588 ~1.060) 0.116 1081.3 1084.0
rs7317471 CC 346(84.4) 320( 82.5) 1 - 1 086.6 1094.3
I 57(13.9) 65(16.8)  0.445(0.112 ~1.762) 0.249
T 7(1.7) 3(0.8)  0.377(0.091 ~1.551) 0.176
cc 346( 84.4) 320(82.5) 1 - 1 086.3 1089.0
CT+TT  64(15.6) 68(17.5)  1.100(0.753 ~1.608) 0.623
CC+CT  403(98.3) 385(99.2) 1 - 1 085.0 1 087.7
T 7(1.7) 3(0.8)  0.433(0.109 ~1.715) 0.233
CC+TT 353(86.1) 323(83.2) 1 - 1085.8 1088.5
cr 57(13.9) 65(16.8)  1.194(0.807 ~1.768) 0.376
- - - 0.795(0.593 ~1.066) 0.125 1 086.1 1 088.8
19509492 AA 160( 39.2) 165(42.9) 1 - 1078.9 1081.6
AG 178(43.6) 158(41.0)  0.919(0.608 ~1.387) 0.687
cG 70(17.2) 62(16.1)  1.017(0.675 ~1.532) 0.935
AA 160( 39. 2) 165(42.9) 1 - 1078.8 1087.5
AG+GG  248(60.8) 220(57.1)  0.908(0.680 ~1.211) 0.510
AA + AG 338(82.8) 323(83.9) 1 - 1079.2 1081.9
cG 70(17.2) 62(16.1)  0.968(0.662 ~1.416) 0.866
AA+GG  230(56.4) 227(59.0) 1 - 1079.0 1081.6
AG 178(43.6) 158(41.0)  0.926(0.695 ~1.233) 0.598
- - - 0.784(0.584 ~1.052) 0.105 1079.1 1081.8
a: b s AIC: : BIC:
B LATS2 CRC Sebio et al ’ rs558614
LATS2 CRC
CRC o rs9552315
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etal " LATS2 SNP 157317471
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cC LATS2 LATS2 SNP  CRC
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. SNP
. SNP
2 SNP n( %)
SNP a : OR(95%CI)" P AIC BIC
15558614 AA 114(28.9) 63(29.4) 1 - 775.8 778.1
AG 184(46.7) 90(42.1) 1.136(0.721 ~1.787) 0.583
GG 96(24.4) 61(28.5) 1.320(0.871 ~1.999) 0. 190
AA 114(28.9) 63(29.4) 1 - 776.0 778.3
AG+GG  280(71.1) 151(70. 6) 0.954(0.657 ~1.386) 0.804
AA +AG  298(75.6) 153(71.5) 1 - 774.9 777.1
GG 96(24.4) 61(28.5) 1.244(0.849 ~1.823) 0.263
AA+GG  210(53.3) 124(57.9) 1 - 774.6 776.9
AG 184(46.7) 90(42.1) 0.810(0.575 ~ 1. 140) 0.226
- - - 1.062(0.844 ~1.336) 0.608 775.9 778.2
159552315 TT 104(25.6) 65(30.4) 1 - 785.0 787.3
TC 200(49.1) 102(47.7) 0.734(0.457 ~1.178) 0.201
cC 103(25.3) 47(22.0) 0.922(0.601 ~1.413) 0.708
TT 104( 25.6) 65(30.4) 1 - 785.0 787.3
TC+CC  303(74.4) 149( 69. 6) 0.776(0.534 ~1.127) 0.183
TT + TC 304(74.7) 167(78.0) 1 - 786. 1 788.4
cC 103(25.3) 47(22.0) 0.849(0.568 ~1.267) 0.423
TT+CC  207(50.9) 112(52.3) 1 - 786.5 788.8
TC 200(49.1) 102(47.7) 0.917(0.655 ~1.285) 0.616
- - - 0.853(0.673 ~1.082) 0.190 785.0 787.3
157317471 cC 346( 84. 4) 178( 83.2) 1 - 788.8 791.0
CT 57(13.9) 34(15.9) 0.513(0.104 ~2.545) 0.414
TT 7(1.7) 2(0.9) 0.475(0.091 ~2.468) 0.376
cC 346( 84.4) 178( 83.2) 1 - 788.8 791.0
CT +TT 64(15.6) 36( 16.8) 1.018(0.646 ~1.606) 0.938
CC+CT  403(98.3) 212(99.1) 1 - 788.0 790.3
TT 7(1.7) 2(0.9) 0.507(0.102 ~2.511) 0.405
CC+TT  353(86.1) 180( 84. 1) 1 - 788.7 791.0
CT 57(13.9) 34(15.9) 1.092(0.682 ~1.748) 0.713
- - - 0.965(0.644 ~1.445) 0.861 788.7 790. 1
159509492 AA 160( 39.2) 94(44.5) 1 - 978.9 981.6
AG 178(43.6) 83(39.3) 0.794(0.631 ~1.427) 0.875
GG 70(17.2) 34(16.1) 0.827(0.665 ~1.672) 0.937
AA 160( 39.2) 94(44.5) 1 - 978.8 987.5
AG +GG  248(60.8) 117(55.5) 0.803(0.547 ~1.161) 0.704
AA+AG  338(82.8) 177(83.9) 1 - 979.2 981.9
GG 70(17.2) 34(16.1) 0.928(0.656 ~1.326) 0.675
AA +GG  230(56.4) 128(60.7) 1 - 979.0 981.6
AG 178( 43.6) 83(39.3) 0.838(0.786 ~1.564) 0.598
- - - 0.824(0.648 ~1.052) 0.105 979.1 981.8
a b s AIC: : BIC:
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3 SNP n( %)
SNP # “ OR(95%CI)® P AIC BIC
1s558614 AA 114(28.9) 47(27.0) 1 - 686.2 688.5
AG 184(46.7) 86(49.4)  0.974(0.586 ~1.619) 0.920
cG 96( 24. 4) 41(23.6)  0.895(0.568 ~1.410) 0.631
AA 114(28.9) 47(27.0) 1 - 686.2 688.5
AG+GG  280(71.1)  127(73.0)  1.049(0.699 ~1.575) .816
AA+AG  298(75.6)  133(76.4) 1 - 686. 1 688.4
GG 96( 24. 4) 41(23.6)  0.923(0.602 ~1.414) 713
AA+GG  210(53.3) 88( 50. 6) 1 - 686.0 688.3
AG 184(46.7) 86(49.4)  1.102(0.766 ~1.585) 0. 600
- - - 0.991(0.770 ~1.274) 0.941 686.3 688.6
159552315 T 104( 25. 6) 48(27.7) 1 - 694.5 696.8
TC 200(49. 1) 82(47.4) 1.005(0.607 ~1.665) 0.983
cc 103(25.3) 43(24.9) 1.071(0.686 ~1.672) 0.763
TT 104( 25.6) 48(27.7) 1 - 694.5 696. 8
TC+CC  303(74.4) 125(72.3)  0.961(0.638 ~1.447) .848
TT+TC  304(74.7) 130(75.1) 1 - 694.5 696. 8
cC 103(25.3) 43(24.9) 1.048(0. 690 ~1.591) .828
TT+CC  207(50.9) 91(52.6) 1 - 694. 4 696.7
TC 200(49. 1) 82(47.4)  0.936(0.652 ~1.345) 0.722
- - - 1.002(0.777 ~1.291) 0.990 694.6 696.9
1s7317471 CC 346(84.4) 142(81.6) 1 - 698.4 700.7
CT 57(13.9) 31(17.8)  0.328(0.039 ~2.750) 0. 304
TT 7(1.7) 1(0.6)  0.265(0.030 ~2.305) 0.229
cC 346( 84. 4) 142(81.6) 1 - 698.2 700. 5
CT+TT  64(15.6) 32(18.4) 1.139(0.708 ~1.832) .591
CC+CT  403(98.3)  173(99.4) 1 - 697.0 699.3
T 7(1.7) 1(0.6)  0.317(0.038 ~2.652) .289
CC+TT  353(86.1)  143(82.2) 1 - 697.6 699.9
CT 57(13.9) 31(17.8) 1.255(0.772 ~2.042) 0.360
- - - 1.038(0.677 ~1.590) 0.865 699.5 701.8
rs9509492 AA 160( 39.2) 71(40.8) 1 - 976.6 980.2
AG 178(43.6) 75(43.1) 0.949( 0.644 ~1.400) 0.903
cG 70(17.2) 28(16.1)  0.901(0.536 ~1.515) 0.965
AA 160( 39.2) 71( 40. 8) 1 - 977.4 987. 1
AG+GG  248(60.8) 103(59.2)  0.936(0.652 ~1.344) 784
AA+AG  338(82.8) 146( 83.9) 1 - 978.3 980.7
cG 70(17.2) 28(16.1)  0.926(0.573 ~1.495) 705
AA+GG  230(56.4) 99( 56.9) 1 - 978.2 980. 1
AG 178( 43.6) 75(43.1)  0.979(0.684 ~1.401) 0.647
- - - 0.961(0.690 ~1.338) 0.135 978.4 980.5
a: y b ; AIC: ; BIC:
CRC o
803 LATS2
: LATS2 15558614,  SNP
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Associations of polymorphism in large tumor

suppressor Kinase 2 gene with colorectal cancer
Li Yingze' Gao Fang® Wei Xingru' Dong Wenjie' Ma Licong’ Dang Tong’ Jia Yanbin'®*
(' Dept of Basic Medicine and Forensic Medicine *College of Medical Technology and Anaesthesia
*School of Nursing Baotou Medical College Baotou 014060; > Inner Mongolia Institute of
Digestive Diseases The Second Affiliated Hospital of Baotou Medical College Baotou 014030)

Abstract Objective To investigate the association between single nucleotide polymorphism ( SNP) 15558614
19552315 157317471 and rs9509492 in large tumor suppressor kinase 2 ( LATS2) gene and the risk of colorectal
cancer. Methods A total of 390 colorectal cancer patients and 413 healthy subjects were genotyped by Tagman
method. The odds ratio ( OR) and its 95% CI were calculated by unconditional logistic regression to estimate the
assoclations between SNP rs558614 1s9552315 157317471 19509492 in LATS2 gene and the risk of colorectal
cancer rectal cancer as well as colon cancer under codominant dominant recessive overdominant and log-ad—
ditive genetic models. Haplotypes were constructed by haploview software 4.2. Results ~ SNP rs558614
rs7317471 19552315 and rs9509492 in LATS2 gene were not associated with the risk of colorectal cancer rectal
cancer and colon cancer under codominant dominant recessive overdominant and log-additive genetic models.
No haploid blocks were formed between the 4 SNPs. Conclusion  SNP 1s558614 rs7317471 19552315
rs9509492 in LATS2 gene may not play a major role in the development of colorectal cancer rectal cancer and co—
lon cancer.

Key words large tumor suppressor kinase 2; colorectal cancer; single nucleotide polymorphism; association study



