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expression level of KLF7 in esophageal cancer cells (Ecal09 and EC9706) was significantly higher than that in

normal esophageal epithelial cells (Het-1A, P <0.05). In addition, the expression of KLF7 was higher in the cy-

toplasm and nucleus of Het-1A cells, while only in the nucleus of esophageal cancer cells (Ecal09 and EC9706).

Additionally, the overexpression of KLF7 in Ecal09 cells changed the cell cycle, promoted cell proliferation and

migration, and up-regulated the expression levels of CCND1 and P53 (P <0.05). Conclusion Overexpression of

KLF7 might promote the proliferation and migration of esophageal cancer cells.
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Types and control methods of black dot-like contaminants in cell cultures
Tan Baihong', Wang Yanling' , Zheng Jingtong®, Yu Jun', Liu Li’, Li Yanchao’
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Abstract Objective

130021)

To explore the type and control measure of black dot-like contaminants in cell cultures.
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NLRP3 JRAE/MAST S0 B 4l A 2 1TP i 1

KA, W AT - B H T RN, Eoel " e

WE BN BRI SRE M /N 98 5 (1TP) 1 NLRP3
SERE/IMA TG ALK B M) NLRP3 A5 19 48 R /MA TR A %o
M1 B WA AR fb 5 S e DIRE RN, % RT-qPCR ¥
R ITP &35 (ITP 20 ) gt Fe %t R 4H ( Control 4 ) 1A 1M B2
MY (PBMC) 5 CD14 * BRI i ' NLRP3 mRNA 1)3&
K ELISA WA TN I ZH I3 v 1L-18 5 IL-18 ()5 % ; Pearson
AR BT NLRP3 (IL-18 5 IL-18 FKIA/KF 5 i/ it
BOURAR N 6 1TP B2 ok 5 A MO ) 5 I 41 Y ( MDMs ) 43
44 TeG XTIEZH (1gG £H) ,MCC950 AbFZH (MCC950 4H) ,
LPS IFN-y 5 IgG A ¥E4H (LPS + IFN-y + IgG #H) 1 LPS,
IFN-y 5 MCC950 #b#E4H (LPS + IFN-y + MCC950 41 ) ; RT-
qPCR 5 Western blot %l 4 41 MDMs f* M1 %I 5 0 21 i b
H Y CD86 .INOS MCP-1 mRNA 5% H 7K - ; Western blot £
4541 MDMs "' NLRP3 # JiE /MA AH G & 11 NLRP3 ,ASC,
cleaved caspase-1 5 IL-B B9 3= ik, it =\ 41 fif A A 4% 41
MDMs X Ifil /) i ) 75 W B 77, CFSE 35 45 2% 21 MDMs X}
CD4*T 5 CD8* T W3 FE R M, R 5 Control 414H Lk,
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ITP #1 NLRP3 mRNA /KA1 IL-1B 5 IL-18 H 2 H TR (P <
0.05) ;ITP BE Wi /M it 405 NLRP3 (IL-18 #l IL-18 2
AR R (P <0.05), 5 IgG A L, LPS + IFN-y + IgG
205 LPS + IFN-y + MCC950 ZH 4 ffsH CD86 .iNOS . MCP-1 %)
mRNA 5 & H £ KK F 8 im (P <0.05), NLRP3, ASC
cleaved caspase-1 . IL-B & [ 32 35 5 L /) M & W8 6E 1 Fn Xt
CD4*T 5 CD8 * T 4l 1 34 5¢ 42 i/ 58 1 T (P < 0.05) , Tii
5 LPS + IFN-vy + IgG 2040 [, LPS + IFN-y + MCC950 £ 4l il
SRR 8 bR 2 FEAIR (P < 0.05) . 4518 7 ITP 1 NL-
RP3 RAE/MATE LK TS, H 5 MDMs Ay M1 244k
AHIG, A H] NLRP3 A5 1) 58 5 /A Ak FT 238 5 I 240 i
) M1 B 4GS e Thag .,

KEIA SREPE IR I AT ; NLRP3 44T /M M1 T
T 241

RESES R725.5

XERIRET A XEHS 1000 - 1492(2023)01 —0132 - 08
doi:10. 19405/j. cnki. issn1000 — 1492. 2023. 01. 022

B EVE I/ AR I8 /0 E (immune thrombocytope-
nia, TTP) J&—Fi JLEE 5 UL A B o pe M
200 B R0 A, A Wk L/, SR s £
A0, R B AN L AR BT X N BB BB
PRI AR ITP AR BFSEESE AR A 1 i

Methods

The growth state of bacteria was investigated under an inverted microscope ; Their morphological charac-

teristics were analyzed by Gram and auramine O staining as well as electron microscopy; 16S rDNA gene sequen-
cing was used to analyze bacterial species; Drug sensitivity test was used to screen antibiotics against the bacteria;
Cryopreserved SH-SY5Y cells were resuscitated by cell culture supernatant of RAW264 cells. Results Inverted
microscopic real-time observations showed that black dot-like substances had two growth states: static and moving.
They were negative for Gram staining while positive for auramine O staining. Electron microscopy revealed that they
were short rod-shaped bacteria with a polar flagellum during moving phase. 16S rDNA gene sequencing showed that
these bacteria were phenylobacterium zucineum HLKI. Cefiriaxone, carboxycillin and imipenem were screened by
drug sensitivity test to have inhibitory effects on the bacteria, but cell culture experiments showed that they could
not remove the bacteria from SH-SY5Y cells. Contaminated cells could not be cryopreserved for a long time, but re-
suscitation with RAW264. 7 cell culture supernatant significantly improved the survival rate of cells. Conclusion
The black dot-like contaminants in cell cultures are a special type of oligotrophic bacterium with strong viability that
can invade the cells and cannot be cleared with antibiotic treatment. RAW264. 7 cell culture supernatant seems
contain some substances against bacteria, and resuscitating frozen cells with RAW264. 7 cell culture supernatant
may significantly improve the survival rate of cells.

Key words

SH-SYSY cells; cell culture; monocyte-macrophage system; bacterial contamination



