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[ E] A 6% LINC00462 7 5% 4 5 [N ¥ MYC ¥4 3% ABCC3 X} 5 3% WA 41 B 9 (ccRCC ) I £ 5 /8% 1 14 52 1 e EL ML
Hile ik B E T ccRCC A2 ABCC3.MYC F1 LINC00462 (1) 3% ik J HidH 5% 1%, 3F 20 #f ABCC3 H: 1A (1) & 4R8I . W
B 32 N B /N b 40 (HK-2) AT ccRCC 1At ( A-498 « 786-O 1 Caki-2) , K5 si-LINC00462 « oe-ABCC3 + si-ABCC3.si-MYC.
si-LINC00462-NC 0e-ABCC3-NC. si-ABCC3-NC F si-MYC-NC # B J3 71| 73 5l #% 4% A-498 5 786-0 4l i , 434 si-LINC00462
4 .si-LINC00462-NC 4 . 0e-ABCC3 #H. + 0e-ABCC3-NC #H .si-ABCC3 % .si-ABCC3-NC #H . si-MYC 41 . si-MYC-NC 41 ; il 2-Jiit
S -D-H B (2-DGO HEAT [0 &2 5256, ¥  0e-NC+PBS 4H . 0e-ABCC3+PBS ZH .0e-ABCC3+2-DG 21 ; N 5T ccRCC 4 Jfd LINC00462/
MY C/ABCC?3 %l %o N8 B8R 49 B2, 4 8 si-NC+oe-NC £ . si-LINC00462+0e-NC 41 . si-LINC00462+0e-ABCC3 241 . qPCR %
M ABCC3.MYC I LINC00462 7E ccRCC 4l il ' () 2R 3% , CCK-8 VA% I 41 B 3B 5 75 7, CCK-8 72 43 WAk 34 55 I b ccRC.C 4l
JLJ TC, 1 » WB 325 6 00 T AR A C 1 4 4 06 2 19 (R K35 , Seahorse XPO6 116 1 4% Ak 3 26 4 Jif0 F) Jfd 41 B2 Ak % (ECAR) FITAE S8 %
(OCR) , AR U 4 i PR R R  FLIR V ATP 7K o XU 21 R i 425 PR RN 2% 68 T3 4 73 L0 (ChIP) SRER I6HIF ABCC3 5 MYC
[T K45 455 22, RNA G54 R B 8 TTTE (RIP) SEERIGHIE LINC00462 FIMYC HIZE &2 % . 4 % B 4 /3 W F QPCR S2i6 45 L
7N, ABCC3 7E ccRCC AHZVR AN i h & ik , 72 7 B R SRTE MBI % b Rk Blid #ik ABCC3 BEN% 1 1 A-498 41 i Bl PR
786-O ZH KL IBUE R ABUBE M , ABCC3 A e it {1 JF A 42000 B A 410 1) A-498 21 B 6 I P BBU6 1 L 2-DIG Ab 3 AT DL 7 1k 2278 ABCC3
Fof ccRCC 2 [ Xof M4 A8 R A AR A FH « MY C 1] BLBE AT ABCC3 454, LINC00462 1] 47 5244 5 A F- MY C ; B ik LINC00462 1] 41
il ABCC3 [ , M IE LINC00462 R 1] ccRCC 4H il A7 FUETRE A, I v HouF VB BBURR A ATk — AP ad 30k ABCC3 A i A% i
fik LINC00462 5 ccRCC 41 i 3 420 b B A 110 400 sk 1 R ARROIUBA ABURE M PR 7R o 48 e - LINC 00462 J 3 41 35 8 S R 7 MY C 0%
ABCC3 [T ccRCC 4 S AR , 15 T A3 ccRCC 4 M Xt MiUAH U 12 o
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LINCO00462 regulates clear renal cell carcinoma cells sensitivity to cisplatin by
affecting their glycolysis via the MYC/ABCC3 axis

WANG Xiaoling®, HU Weiwei’, MENG Lidan®( a. Department of Nephrology; b. Department of Geriatrics, Hengshui People's Hospital,
Hengshui 053000, Hebei, China)

[Abstract] Objective: To investigate the effect of LINC00462 binding to transcription factor MYC to activate ABCC3 on cisplatin sensitivity
in clear cell renal cell carcinoma (ccRCC) and its potential mechanisms. Methods: The expression of ABCC3, MYC and LINC00462
and their correlation in ccRCC were analyzed, and the enrichment pathway of ABCC3 was also analyzed. Human renal tubular epithelial
cells (HK-2) and ccRCC cells (A-498, 786-O and Caki-2) were conventionally cultured. Nucleic acid sequences of si-LINC00462,
si-LINC00462-NC, 0e-ABCC3, 0e-ABCC3-NC, si-ABCC3, si-ABCC3-NC, si-MYC and si-MYC-NC were transfected into A-498 or
786-0 cells respectively, namely si-LINC00462 group, si-LINC00462-NC group, oe-ABCC3 group, oe-ABCC3-NC group, si-ABCC3 group,
si-ABCC3-NC group, si-MYC group and si-MYC-NC group. 2-deoxy-D-glucose (2-DG) was used in the rescue experiment, and oe-NC+
PBS group, oe-ABCC3+PBS group and oe-ABCC3+2-DG group were established. To investigate the effects of LINC00462/MY C/ABCC3
axis on the cisplatin sensitivity of ccRCC cells, si-NC+oe-NC group, si-LINC00462+0e-NC gorup, and si-LINC00462+0e-ABCC3 group
were constructed. The expression of ABCC3, MYC and LINC00462 in ccRCC cells was detected by qPCR. CCK-8 method was used to
measure cell viability and the IC,, of cisplatin inhibiting the proliferation of ccRCC cells. WB was used to detect the expression of glycolytic
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metabolism-related proteins. Seahorse XP96 was used to analyze the extracellular acidification rate (ECAR) and oxygen consumption rate
(OCR) in the cells of different treatment groups. The levels of pyruvate, lactic acid and ATP in the cells were detected by corresponding kits.
The binding relationship between ABCC3 and MYC was verified by double luciferase reporter gene assay and chromatin immunoprecipitation
(ChIP) assay, and the binding relationship between LINC00462 and MY C was verified using RNA-binding protein immunoprecipitation
(RIP) experiment. Results: Database analysis and qPCR experiments showed that ABCC3 was highly expressed in ccRCC tissues and cells
and was enriched in the glycolytic pathway. Knockdown of ABCC3 could promoted the sensitivity of A-498 cells to cisplatin, while
overexpression of ABCC3 could reduce the sensitivity of 786-O cells to cisplatin. ABCC3 could inhibit the sensitivity of A-498 cells to
cisplatin through promoting glycolysis. 2-DG treatment reversed the inhibitory effect of ABCC3 overexpression on cisplatin sensitivity of
ccRCC cells. MYC could directly bind to ABCC3, and LINC00462 could recruit MYC. Knockdown of LINC00462 inhibited the expression
of ABCC3, suppressed aerobic glycolysis of ccRCC cells and increased their sensitivity to cisplatin; however, further over-expression of
ABCC3 reversed the effects of LINC00462 knockdown on inhibiting aerobic glycolysis and promoting cisplatin sensitivity in ccRCC cells.
Conclusion: LINC00462 promotes glycolysis of ccRCC cells and further inhibits their sensitivity to cisplatin by recruiting the transcription
factor MY C to activate ABCC3 expression.
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' 1% WH 40 U 98 Cclear cell renal cell carcinoma,
ccRCC) 2 — Py WL I B G RT , 75 T WA IR 2R G ik
', ccRCC IR AR I HEAA B = LA
ZIW NIRRT B AR YT A2 I ccRCC (8 T 2 BLE T
Flg ARVF 2 BE T AR A AR . I T R0E
J7 45 ccRCC 1E P 1) 22 PTGk g , SR » i 24 Fry ek
RIEMRA EHIGS T Hpumsg. Bk, SR& it
ZIMITEAE > AL, F- 4RI S ccRCC i 24 1 43148 1
St HVRIT B A S BT, BORER 2 (I T 4R E
TIE I S T e 5 v e 0 40 L (Y i 2 1400 SR 77 B A
ST ENERAARRA ccRCC M 257> ML IR 7R
DRI A 78 B AEIR T ccRCC FRAG 2 BE TR A 5 41 i it
Zyff BARPLHI , AT ccRCC G YT 3R Mk it
4EFR. ATP 254 £ (ATP binding cassette , ABC) #5128 £
1 5 e A I A E SR IR R SRR, R DA e s 48 e P )
ANIEPERIIR , Horh ABCC3 2 1Z KR M — N E )iz
KT, fefs s Z It A ANEVEL &9 B
KIN, ABCC3 EJ iE o R IA b, 8 a3k Jif 8 1) AR
R, ABCC3RENE S 5 I Jad 4H B ¥ 4 I RN 2441
filo anfE = BAPEFLARSE 1, miR-181b-2-3p 113 B Rk
A ABCC3 14 14 14 5% MDA-MB-231/ADR il
Ji Xk 22 2% B R i BRI . FEBE B, ABCC3 3R
LR R, AR ABCC3 Befg i 35 B K 55 I s 40 i
B IRV () i 24 DL R A SR AR TR R 0 SR
M » H AT 95F ABCC3 5 ccRCC K AE R IR R M AA
WA s o AR ITR E— 2P 4R 9T ccRCC 4t i
LINCO00462/MY C/ABCCS3 il 52 M 7 Fi it A1 A0 S0 g 1
15 FAEFBLAE, A ccRCC HIZITATA 7 3 A %

1 RS

1.1 @55
N'E/NE F R 48 fg HK2 A1 ocRCC 41 Jifl A-498.

786-0.Caki-2 4 H £ ATCC A si-LINC00462.
0e-ABCC3. si-ABCC3. si-MYC. si-LINC00462-NC .
0e-ABCC3-NC . si-ABCC3-NC F1 si-MYC-NC #% 1%
) H Ribobio 2 #] . DMSO . 2- it & -D- i %] ##
(2-deoxy-D-glucose , 2-DG) (41 £ >98% , ¥4 fi# T PBS,
10 mmol/L)P#4 14 [ Sigma-Aldrich 23 &) , i 41 (4l
>95%, IR T PBSOIA H g I RAL AR H R A
7] . TRIzol ik 7| 14 H 3 [# Life Technologies A # ,
PrimeScript " Master Mix " H H 4 TaKaRa A # ,
miScript SYBR Green PCR Kit i H 1 [ Qiagen A 7],
Lipofectamine 2000 it 77| &% H Themo Fisher A ],
BCA 77l & 4 H ' [E Beyotime /A ] , % $T B-actin.
HK-2.PKM2.PFKP.MYC Hi /&1 % 1gG 341 H 3%
Invitogen A 7] , RIP i 7] & %) H 3¢ [H Millipore 2 7],
Y1 2L fA T (PO013B) W H 25 = K 2 W), Simple ChIP
enzymatic chromatin IP Kit 4§ H 3% [ CST A # .
pmirGLO-ABCC3-promoter-WT. pmirGLO-ABCC3-
promoter-MUT 7% J't; 2 Il 41 15 B A XU O 2 Bl 5
FEDRIRL I 2 Se 356 F 5 [E Promega 2~ 7] BE B R N
3K 77 5 [ FH 4G 41 i A R 1k % (extracellular
acidification rate, ECAR) ] £& L 4 57 380 328 i 771 &2
[FHF#E5 % (oxygen consumption rate , OCR) £ il 142
It F 3% [ Seahorse 24 ] , P i B A M X771 4 L FLIR LG
0 52 B BN ATP b /5% S kil a7 S35 0 5
REHRFEAF
1.2 34 E 5 #7ccRCC 442 % ABCC3 49 £ F+ & 34 |
GESATAR AKX TR T ERSAT

7E TCGA #4#& JE T # TCGA-ccRCC [ mRNA %
15 B HHE 4 (normal: 72, tumor:539) .  PLIEH FEA N
X HEZH, B R A “edgeR " i3k 47 2 5% 43 BT (JlogFC[> 1,
FDR<0.05) . 3&#id IncMAP #(4fz 2 , %} ccRCC ' H A5
IncRNA 1) ¥t 53¢ DR 7 R 42 56 TR 1) = B AR A7 T
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M. [ERF, 2 RNA-Protein Interaction Prediction £ £k
PEAl IncRNA 5 % 5% R 7 40 B AE H aT ge it . A
JASPAR HU4# P2 FoU 58 5 [R] 5 3l ¥ X 4 5 % s IR
() 256 A QR RE IR Sttty A B T 2 000 bp) o
1.3 @miasd #k55

¥ HK-2. A-498. 786-0. Caki-2 4 il 7£ & 10%
FBS ] RPMI-1640 3572 5, B T 37 °C.5%CO, 55 7%
FEHRE IR . RN & AE 2D 3R {8 A Lipofectamine
2000 54771 si-LINC00462.0e-ABCC3.si-ABCC3
si-MY C. si-LINC00462-NC.0e-ABCC3-NC.si-ABCC3-
NC #1si-MYC-NC #1273 7l % 4 A-498.786-O 4 g,
I 43 50 AF si-LINC00462 4 . si-LINC00462-NC
4 . 0e-ABCC3 41 . 0e-ABCC3-NC 4 . si-ABCC3 4 .
si-ABCC3-NC 41 .si-MYC 41 fl si-MYC-NC 41. F|
W A 10181 771 2-DG BEAT [2] 52 S 56, A4) 8 40 il 73 4
0e-NC+PBS 4 .0e-ABCC3+PBS 4H .0e-ABCC3+2-DG
H. N THILINC00462/MYC/ABCC3 4l %f ccRCC
41 B X I E R PR B 2 e, ] si-NC | 0e-NC.
si-LINC00462 . 0oe-ABCC3 IR TH13L4 Gk A-498 4y,
A3 BACAE N B AL (85 B si-NCHoe-NC) . si-LINC00462
4 (B Y si-LINC00462+0e-NC) Fl si-LINC00462+
0e-ABCC3 4 (#4 4 LINC00462+0e-ABCC3)
1.4 qPCR 4| 4% 4 & 48 fm i ¥ LINC00462 . MYC
F2 ABCC3 #9 % A

FIF TRIzol 17742 B 4y %% 2H 20 i 7 5L RNA, H
NanoDrop 2000 5 4t il i& H: RNA [ 4l B A FE . A
PrimeScript"" Master Mix i 7} & RNA % #% 5% K
cDNA. F| ] miScript SYBR Green PCR i 7| & ik 1T
gPCR, ¥l LINC00462 .MYC F1 ABCC3 F1RIE K-
qPCR K H Wi, )R 264 : 95 °C 3 min, 95 °C 5 s+
60 °C 15's, 40 MIEIR. LA B-actin {/E AN SIEER , H
MR H MR RM X RIEE. 5T FIE 1,

%1 qPCR3|4F%

B[R 44 B Fr51(5'~3"
LINC00462 F: ACTAGGTCCTTCTGGTGTTTT

R: GTAAAACTTGCTGCTGAT
MYC F: AACACACAACGTCTTGGAGC
R:GCACAAGAGTTCCGTAGCTG

ABCC3 F:GAGGAGAAAGCAGCCATTGGCA
R:TCCAATGGCAGCCGCACT TTGA
B-actin F: TCCGGCACTACCGAGTTATC

R:GATCCGGTGTAGCAGATCGC

1.5 CCK-8 kA4 4 & 40 2m 0 69 38 78 14
P 2 Y (R 40 3 b AE 96 FLAR T (5x10°/9L) » 8%
7%0.24.48.72 h J5 , [\ BN LH I 10 L CCK-8

WOT AR S 5557 2 ho X T 40 1C,, 8 I 5E , AN Ak
FENFAA (04124481632 pmol/L) kb ¥ 24 h 41 g 5
TN CCK-8 ¥ ¥R 4k 4215 7 2 h, il i g AR X (Bio-Teck
AT, USA) K IILE 450 nm 4 5655 B (D)1 K1 5
Y M3 77, HHHEIC,E
1.6 WB kel 4% 4 &40 mm b P 4R B AR AR K & G 49
k ik

FH RIPA S fife 7 4 HU I e 45 2H 240 o vp 1 2 1 0
15 FH BCA 7 Sl 8 1 Pk 2 o 4 8 R s i
SDS-PAGE 7) B , 9} J5 # # | PVDF i . 7£ %
TN, A8 5% Mg 4 95K IS dF PA 2 h, — it HK-2
(1:1 000) .PKM2(1:1 000) .PFKP(1:1 000) .p-actin
(1:2000)4 °C '~ Ab3 7%, A BRI S AL P E A i
B =Pl EPT % IgG(1:5 000) = i FALEE 2 h, i
1 50 B Ak 22 OB R B 5, A Tmaged K4 (NTH,
USA) X8 56 I K FE AT i = .
1.7 RNAZAE G %770 5 3 (RNA binding protein
immunoprecipitation assay, RIP) %&£ LINC00462 5
MYC & 44

F T4 PBS ik A-498 2 A , FH S5 A4 B 1 22 A ik
VKIS min 2L RN AE . 4 °CF 550 10 min B 35 W .
S A 3 W — 4 B AR A XS R Ginput) , — i 0 5
PURTR G AT LU0 , BRI B AR B - & —
AN FEYTIE I N AR R B S0 pL B BRE Ve R EE T
100 pL RIP P 22 vhif o , RIP FT FH HL 4 MY C it
A, e TG E AR ST IR . AR RIS ng bifk, 1R
A5 E IR AL B 30 min, BEER-PUIA B S ATE G
H 2T 900 uL RIP ¥k 22 i, NN 100 uL 4 A 42
B, 4 °C AL B, W o B TR WS B L Bk -
EHEAEY. FHmAE O KIHEIRIRNA, H
T J5 82 qPCR A
1.8 % & i %97 2% (chromatin immunoprecipitation,
ChIP) 52 1242 MYC 5 ABCC3 89 44X #

ff I MYC $it 4k BL J 3 X B2 1) Simple ChIP
Enzymatic Chromatin IP Kit # i 7| #F 47 CHIP 524 .
14 ] qPCR A& I 24k i DNA , HAG I 51 4 7 51 - 1E 1)
51918 5'-GCGGGATTGAGAGATGGAGG-3', )% ] 5
Y44 5'-ATGGGCTTGTCAGTGCTCTC-3',
1.9 MR A F B R & A B 5 32309 ABCC3 5 MYC
t¥em % R

¥ pmirGLO-ABCC3-promoter-WT. pmirGLO-
ABCC3-promoter-MUT &4 \si-NC #1 si-MYC Jii ¥z 3%
YL R A-498 A i rh , 43 il it /E ABCC3-WT+si-NC
41 . ABCC3-WT+si-MYC 41 . ABCC3-MUT+si-NC 41
FIABCC3-MUT+si-MYC 41. 353%48 h 5 R 4E)
Wi B 55 AU 't 3R Bl I 2 28 ek U 5 2L 4 i v 1
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1.10 B fm Ja 5138 & 5 A7 AUAR I 4% Je &4 4m i o 8
ECAR.OCR

Jik B I A A 5 5 F 4 B B2 FR 7 Seahorse XF24
IR AR (2.5%10°AN/FL) , 7 37 °C 5% CO, 185 77 46
W 1% 9% 24~48 ho AR5 41 AR B T 37 °C. 0% CO,
12 7248 1 AL P 60 min, 2R J5 18 H SeahorseXF24 4 /iy
ANIE B BT AT ARSI o Fa HE ) v 1 5 &, £
R T A 7 SR W0 7] 6 R 28 0 A 87 T8y 3k 74 £ 4
5K ECAR (mpH/min) A1 OCR (pmol/min)™,
1.11 P ERER LB A= ATP M) 2

Fi HE ) A e B AL PR I 7 2R, 4 il A P AT I TR
Ao K75 A FLIR bU B a2 7R & A0 ATP BE /7
S WA 751 R 0 7 % 5% 2H 240w N R R LR FH ATP
) &
.12 %itsas

TG $ s ¥ K H SPSS 22.0 4t it 24 #4347 b
B, A sEIG AL EE 3 A IES TR
i Ll ks 12 K s , 15 4L R L BCR A e/ 56, 2
ZH 18] P Ll B B R F TR R T 2 AT . A P<0.05 B
P<0.01 xR BA G FE L.

2 # R

2.1  #3EJE 5 #r A= qPCR #0 45 £ £ -~ ABCC3 £
ccRCC A Artmfn st 2 5 & ik

18 1F TCGA-ccRCC #4577 i 45 3R (B 1A) &
R, 5IEHHZE A, ABCC3 7E ccRCC H A 5 5
15 (P<0.001) . qPCRIER M EE R (E 1B En, 5
HK-2 41 i Eb %5 , A-498.,786-0 Caki-2 41 g ' ABCC3
mRNA ) 5 5 %34 (3 P<0.05) , Hi 78 A-498 4y
) 2 5 KFRH S i L A 786-O 44 i, o 2 32 AR o A,
LS 452 5256 b A-498.786-0 41 D43 ) T ABCC3
1) e Dok B R A S A . SIS 45 R B, ABCC3 11
ccRCC ZHZURIAH M Hp 22 5 3R o
22 BUR AL & K ABCC3 A8 38 4n A-498 2 it 3, &
1K, 786-O £ JitL 3 IR 46 41 % P

qPCR V% I m (K Bl 3218 ABCC3 1) A-498 4
Jf1EY 786-O 40 ¥ Gu sk 2, H 25 R (E 2A.B) B,
5 si-NC 4 Eb 552 , si-ABCC3 2H A-498 41l Jitl - ABCC3
mRNA F ik & 2 £ K (P<0.05) ; 5 0e-NC 41 L%,
0e-ABCC3 4 786-0 4fi i ' ABCC3 mRNA ik i #
TEE (P<0.05) . SC56 45 R R B, 75 A-498 2 g 5%
786-O 4 i H i Dl s Bl R I8 T ABCC3 .

CCK-8 #6545 5 (B 2C..D) o , Wi {k ABCC3
A] DL 2 40 i) A-498 48 i v 1 (P<0.05) , T itk R Ik
ABCC3 ] ¢ 2 25 42 =1 786-0 41 i 3% 1 (P<0.05) . fifi

B A-498 41 fi 5, 786-0 4f ffl 24 h Ji5 , CCK-8 VA4 1 Ml 45
F(E2E.F) 8K, # 44 si-ABCC3 ] A-498 41 g 1)
1C,, 8 32 3 PR (P<0.05) 5 1 %% 4% 0e-ABCC3 1] 786-0
Y 1 IC, M8 2 3 TH 8 (P<0.05) o SZUG 45 % 0, Wi
B it Rk ABCC3 Be %% 3% 0 25 [ (X A-498 4f fiid 5%
786-O ZH Hf XoF MU P AU

—
N

0

ABCC3 mRNAEZE  »
5

ABCC3 mRNAR A

S = N W A~ W

4

OIERAYL ccRCCHLA ,@@;@%%@
(1=206)  (1=654) & Wl

A BEE 5T ABCC3 7E P M 44U 1305 ; B : qPCR A&

ABCC3 mRNA 7F HK-2 . A-498.786-0 . Caki-2 41 i v [ ik
5 HK-2 40 tb#%, " P<0.05, 5 1E W H 2L, 7 P<0.000 1.

E1 ABCC3 mRNA 7£ ccRCC B4R FNZmpa Y 3R IA

2.3 ABCC3if it 4= #t A A HE 55 A% 47 ) A-498 2m it 34
IR ey 69 B R P

B FE BT 45 R (B 3A) B8, ABCC3 & e
B 55 @ . WBYEK I 45 ) (| 3B) BoR,
5 si-NC 41 Eb %, si-ABCC3 41 A-498 2 fifd v 1) i i
FRAR I 4% M % B (9 HK2 . PFKP . PKM2 ik 1) 2 2%
T i (¥%) P<0.05) . ECAR il OCR #& iy 45 . (
3C) &R, 5 si-NC 4 b %8, si-ABCC3 2H A-498 41
Jifl 1 ECAR & 2 B& X (P<0.05) , £ Ki 44 ) OCR FF
E(E3D) . B4, 5 si-NC 41 b %, si-ABCC3 41
A-498 4H i A 1 P R R LR AN ATP 7K~ 145 4235 FEAIK
(E3E, ¥ P<0.05) . S50 45 $ 30 81, ml J8 ABCC3
AL A A-498 40 JfL B A AN 9 iR . CCK-8 V%
I 45 B (B 3F . G) &R, 5 0e-NC+PBS 4 Lh 5,
0e-ABCC3+PBS 41 A-498 4l fg 1) 14 5 1% /7 BH & T+ =
(P<0.05) , 5 0e-ABCC3+PBS 4 Lt # , oe-ABCC3+2-
DG 2H A-498 41 i (1) 34 JE 35 77 W s P AR (P<0.05) , 5K
I a5 U B, 2-DG Ab B g 98 4 i) i % X ABCC3
X 20 9 T B AR o ARG DN AN [ A FE I Ak
(24 h) A-498 411 g 1) IC,, {5 & B , i 15 ABCC3
Al DL P& A% A-498 41 g 6 I &1 1 SRR 1 (P<0.05)
I 33— 5 ¥ 0 2-DG 4k B 5 A-498 410 i X6 I 4 i
25 P (8] 5 & %) R K SF (P<0.05) o 520645 B e,
ABCC3 I8 1 1575 200 T A 40 11) A-498 241 Jif Xof 15 51
(AR A
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. si-NC = si-ABCC3
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ABCC3 mRNAFI&
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W (=]

0
A-4984H
786-OH il

-o- 0e-NC -# 0¢-ABCC3

*

_ =N
S W O

AWM (D) o
=)

o
]
N

48 72
i (6] /h

B . 0cNC B 0c-ABCC3 c A-498411fifg
K 8 * 2 1.5 * S-NC = s-ABCC3
® S
< 6 =
y 1.0
% 4 %
2 0.5
g 2 7 0.
2 =
20 g 0
786-O41 /i 24 48 72
E F i &) /h
A-4984H 1 786-O%H
-~ 0¢-NC 1C,,=7.240

100 - Si-NC 1C,=7.130
-# si-ABBC3 1C,=3.084

—_
(=3
S

- 0c-ABCC3  IC,~12.040

A HATEYE F1/%

4 812 16 20 24 28 32

A TAYE F1/%
S

4 8 12 16 20 24 28 32

JFE4%1/ (umol - L) JBE4A1/ (umol - L")

A.B:qPCREA M % ok ik ABCC3 Ji5 A-498 411 Jifd K, 786-0 41 i 1 ABCC3 mRNA [{) %1% ; C~F : CCK-8 16 Ml pife v mle ok %36
ABCC3 J& A-498 4 fitl (C.E) 1 786-O 4N (D \F) (4N 1 AR IC, . *P<0.05,
2 FUREIT FRIE ABCC3 f5 A-498 #AAfISY 786-0 £RARXT IR A B AU 1L

A WEAE BEA B si-NC  si-ABCC3 95 WM Si-NC mm si-ABCC3
- HK-2 —
o PFKP WS s E
PKM2 T gﬂ:{
R
g Bractin M
=
Bl = e HK-2 PFKP PKM2
B EFEHS
C D
“ GNC & SABCCS = B SNC EE SiABCC3 —_ = si-NC = si-ABCC3
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