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Abstract: Due to the continued emergence of multiple variants of SARS-CoV-2, the ongoing pandemic has resulted in
severe mortality over the past two years. After the Alpha, Beta, Gamma and Delta variants, the most recent new variant of
concern (VOC) strain to emerge is Omicron (B.1.1.529), which evolved as a result of the accumulation of a large number of
mutations. The Omicron variant, which has a much higher transmission rate than the Delta variant, soon replaced the Delta
variant and others, is now the dominant variant worldwide. The emergence of Omicron poses new challenges for the prevention
and control of COVID-19 and has raised a number of concerns worldwide. Recently, cases of Omicron infection have been
reported in several parts of China, and therefore this paper provides a comprehensive analysis and summary of the epidemiology
and immune escape mechanisms of the Omicron variant. We also suggest some therapeutic strategies against the Omicron
variant, including rapid diagnosis, genome analysis of emerging variants, ramping up of vaccination drives and receiving booster
doses, updating the available vaccines, designing of multivalent vaccines able to generate hybrid immunity, up—gradation of
medical facilities and strict implementation of adequate prevention and control measures need to be given high priority to
handle the on—-going COVID-19 pandemic successfully.
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