- 36 - FAPTEES 2023451 A% 35 55 11 Prev Med, Jan. 2023, Vol. 35 No.1
Zr iR

FRORAESE YRI5 M50 A ML K Ui 5 i)

Iz FH e

B, P F R O R

LWL EE 2 K58 DU PR EE 4B, WYL BN 310053 ; 2. 8T tdr=RHERE, WL BTl 310008

FEE . EIRIEIERSS (HDP) JEAiRINE B A AEZ —, IWHEE A, PR T g, Bz B
M RO TR, d2EHAR 0 K BN HDPWFFEA R T 8 B A . A SCRGEREI T 2011—2022 4F[E Py
HNERBIMEAFFE SOk, XM . EARAY: . G AR TE HDP RS b B w77 i A 1o
FVE—&53k, BAE N HDP TN . FBl BAR TR T H BRI

KR ATURINE MRS s R BT AE; RS R

FENES: R714.24 XHERARIRED: A XEHE: 2096-5087 (2023) 01-0036-05

Application of omics in the pathogenesis and prediction of hypertensive

disorders of pregnancy: a review
XU Jiahui', LU Sha’, HU Wensheng" *
1.The Fourth Clinical School, Zhejiang Chinese Medicine University, Hangzhou, Zhejiang 310053, China;
2.Hangzhou Women's Hospital, Hangzhou, Zhejiang 310008, China

Abstract: Hypertensive disorders of pregnancy (HDP) are a common severe complication during pregnancy, which is
characterized by complex etiology, unclear pathogenesis and lack of effective tools for early diagnosis and prediction. Re-
cently, the development of omics technology provides new insights into the research into HDP. Based on national and in-
ternational publications from 2011 to 2022, this review summarizes the application of genomics, proteomics, metabolo-

mics, and microbiomics in the pathogenesis and prediction of HDP, so as to provide insights into the prediction, preven-

tion and precise treatment of HDP.
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