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Serotype and drug resistance of 815 Salmonella isolates in Hunan Province
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Abstract: Objective To investigate the serotype and drug resistance of 815 Salmonella isolates from Hunan Province,
so as to provide insights into management of Salmonella infections. Methods Salmonella isolates were collected from
stool samples of foodborne diarrheal patients and food samples in Hunan Province from 2020 to 2021, and serotyped.
Antimicrobial susceptibility test was performed using the broth microdilution method. Results A total of 10 groups and
39 serotypes were characterized in 815 Salmonella isolates. Among the 646 Salmonella isolates of human sources, 388
isolates were identified as serogroup B (60.06%), with S. typhimurium and its variants aspredominant serotypes (364 iso-
lates, 56.35%), and among 169 foodborne isolates, 61 isolates were characterized as serogroup B (36.09%) with S. lon-
don as the predominant serotype (26 isolates, 15.38%). There were 597 antimicrobial resistant Salmonella isolates of hu-
man sources, with a drug resistance rate of 92.41%, and the percentage of ampicillin resistance was 81.58%. There
were 140 foodborne antimicrobial resistant isolates, with a drug resistance rate of 82.84%, and the proportion of tetracy-
cline resistance was 72.78%. However, Salmonella isolates from both humans and foods were sensitive to imipenem. In
addition, there were 577 multidrug resistant Salmonella isolates, including 490 multidrug resistant isolates of human
sources and 87 foodborne multidrug resistant isolates. Conclusions S. typhimurium and its variants and S. london were
predominant serotypes of Salmonella isolates from 815 foodborne diarrheal patients and food samples in Hunan Province
from 2020 to 2021, and a high rate of multidrug resistance was detected.
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Table 1 Serogroups and serotypes of Salmonella in Hunan
Province from 2020 to 2021 [n (%)]

iy i (ﬁfﬁ) fﬁi
B ERGE G TR 364 (56.35) 24 (14.20)
TEIREITTE 16 (248) 13 (7.69)
R T 3 (046) 0 (0)
BN TR 2 (031) 0 (0)
ERBUTTIE 2 (031) 1 (059)
BT el v T 1 (015 13 (7.69)
ENST LU 0 (0) 10 (5.92)
Cl BRI 32 (495) 19 (11.24)
BOLVPT I 12 (1.86) 0 (0)
7 NPT TR 8 (1.24) 0 (0)
WPV 4 (062) 0 (0)
JicsoiSee SUN NI 0 (0) 4 (2.37)
AR TP 2 (031) 2 (LI18)
I SCHrE v T 2 (031) 0 (0)
EEE ORI L] 2 (031) 0 (0)
LRitbic SN 1 (015) 0 (0)
c2 BRI T 24 (3.72) 4 (237)
MR IRV TR 0 (0) 5 (2.96)
ST 2 (031) 0 (0)
FIFFARIRAD T T 1 (015 0 (0)
BT TR 1 (015 0 (0)
EIREEFR TP T 1 (015 1 (0.59)
SRR 1 (015 0 (0)
AW 1 (015 1 (0.59)
C3 BRI TR 4 (062) 15 (8.88)
1R 3 (046) 12 (7.10)
BT REAR IV T T 1 (015 0 (0)
DI MR P T TR 91 (14.09) 5 (2.96)
D2 AT 1 (015 0 (0)
El IR 49 (7.59) 26 (15.38)
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F GO 0 (0) 1 (0.59)
ER iy ciibl 5 (077) 4 (237)
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Table 2 Comparison of drug resistance rates of Salmonella
isolates from human and food samples in Hunan Provine

from 2020 to 2021
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