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HJ176.34%; ANRHZTET, RH “FE2RE+PRRE+ZFTHOE" W00 B 25 R 55, R 77.08%. NNRTIs.
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Abstract: Objective To learn the genotypic drug resistance of men who have sex with men (MSM) with HIV who
failed in antiviral therapy in Yunnan Province, in order to provide basis for improving the effect of antiviral therapy.
Methods The patients who were infected with HIV-1, homosexual transmitted and failed in antiviral therapy in
Yunnan Province from 2014 to 2019 were recruited. Their plasma samples were tested by reverse transcription nested
polymerase chain reaction (RT-nPCR), the fragments were spliced using ContigExpress, and the resistance to 8 protease
inhibitors ( PIs ), 7 nucleoside reverse transcriptase inhibitors ( NRTIs ) and 5 non-nucleoside reverse transcriptase
inhibitors (NNRTIs) were obtained from the HIV drug resistance data website of Stanford University. Results A total

of 205 HIV/AIDS cases were included, 169 positive plasma samples were amplified, 112 cases were drug resistant, and

DOI: 10.19485/j.cnki.issn2096-5087.2020.10.004

E2TH: +=HEERHEERLT (2018ZX10721102-002); =7
BHBITRARESTH (2018]9252)

EEEN: PR AN, WHEs; RS —EE RS, Wit =
N, TSR SR T A

BEEE: H245F, E-mail: dongxq8001@126.com



- 988 - B2~ 20204F 10 H 58 32 4255 10 #H Prev Med, Oct.2020, Vol.32,No.10

the rate of drug resistance was 66.27%. The patients who were aged 30-49 vyears ( 76.09% ), had genotype of
CRFO1_AE (76.34% ) or treated by AZT+3TC+NVP (77.08% ) had higher resistance rate. The resistance rates of
NNRTIs, NRTIs and Pls were 62.72%, 49.70% and 2.96%, respectively; the resistance rates of NVP and EFV in
NNRTIs were 62.72% and 61.54%. The main mutation site associated with NNRTIs was K103, accounting for 21.89%

(37 cases); the main mutation site associated with NRTIs was M184, accounting for 39.64% (67 cases); the main

mutation sites associated with Pls were M46L/K, accounting for 2.96% (5 cases), resulting in high resistance to NFV.

Conclusions The drug resistance rate of HIV—infected MSM with failure of antiviral therapy in Yunnan Province is

relatively high, with CRFO1_AE as the main gene subtype of drug resistance. The drug resistance rate of NNRTIs is

relatively high, especially NVP and EFV.
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H—L L “SF2RE (AZT) +3TC+43 i F
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RIS, RN 62.72% F1 61.54%. Pls Mif 245 5 fi,
fif 253k 2.96%, HrpZsdEABE (NFV) Tfif 2 345
W, N 2.96%, HIAmEETNZ o i AN R 254 1)
i 24578 B 25 A et 2F L (P<0.05) . W3 2.
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HX%F NNRTIs M2 26 ], i 15.38%; HXJ Pls 254
Mty 1 . XEMm 259, %F NRTIs Al NNRTIs i 24
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2.4 @R TALE M NRTIs A ICTH 28 58728 137 45,
Hr, DL MI84 RASN F, RAZER 39.64%; HIKIE
K65 Fl D67, %748 43 5| h 17.75% Fl 15.98%
NNRTIs AH G 25 & 48457 s rh, DL K103 RAE N 3,
GRARZN 21.89%; FHIKJE V106 F1 V179, RAZE )
Wk 21.30% 1 18.93%., Pls AT 259828 i i,
DL M46L/K 27480 F, FRABFN 2.96%. WK 3.
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£ 1169 BIHRERATF I MSM HIV/AIDS Jii {9t 245175 i,
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i wg g X0 P
i (%) 9.790  0.008
18 ~ 67 38 5672
30~ 92 70 76.09
50 ~ 67 10 4 40.00
AL 0.196°
W 104 70 67.30
FEHEMN 5 4 80.00
pill 6 5 8333
LN 2 0 0
ARG 10 5 50.00
[IMANGE] 1 0 0
LT 4 2 50.00
sl 12 11 91.67
J i 10 6  60.00
FEN 11 7 63.64
IRsE T 4 2 50.00
FEPRE 7Y 0.015°
CRFO1_AE 93 71 7634
CRFO07_BC 18 6 3333
CRFO08_BC 17 9 5294
CRF55_01B 8 5 6250
B 4 3 75.00
C 5 3 60.00
URFs 24 15 6250
W% 14.339  0.005
TDF+3TC+EFV 69 50 72.46
AZT+3TC+NVP 48 37 77.08
AZT+3TCHEFV 31 14 4516
AZT/TDF+3TC+LPV/r 11 4 3636
HAlh 10 7 70.00
IBITIE () 2.029 0.738
6~ 21 15 7143
12~ 63 45 7143
24~ 33 20 60.61
36~ 20 12 60.00
48~ 32 20 62.50

e 3TC, KR AZT, F$Z2RE; EFV, KIEFHE; NVP,
ZRFH 0 LPV/r, S812; TDF, S . a X/ Fisher iEIHER
2, HABR A PR

PEAE R AT A 2, AN 25 3Rk A 22 UL (2)
AR T =mE AR h HIV-1 T8 DS
CRFO08_BC Jy 3 1 AR5 LA CRFOI_AE N, A
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NRTIs 68.714 <0.001

A1t ¥E PHE

3TC 66 (39.05) 13 (7.69) 1 (0.59) 80 (47.34)
ABC 39 (23.08) 21 (12.43) 20 (11.83) 80 (47.34)
AZT 11 (651) 6 (3.55) 4 (2.37) 21 (12.43)
DAT 29 (17.16) 27 (15.98) 7 (4.14) 63 (37.28)
DDI 43 (25.44) 16 (9.47) 11 (6.51) 70 (41.42)
FTC 68 (40.24) 12 (7.10) 0 (0) 80 (47.34)
TDF 21 (12.43) 17 (10.06) 19 (11.24) 57 (33.73)
NNRTIs 93.549 <0.001
DOR 43 (25.44) 19 (11.24) (3.55) 68 (40.24)

ETR 14 (8.28) 29 (17.16)

6

EFV 89 (52.66) 13 (7.69) 2 (1.18) 104 (61.54)
9 (5.33) 52 (30.77)
5

NVP 101 (59.76) 0 (0) (2.96) 106 (62.72)

RPV 41 (24.26) 12 (7.10) 18 (10.65) 71 (42.01)

PIs 15.668 0.008
ATVE 1 (059) 0 (0) 3 (1.78) 4 (237)

DRVE 0 (0) 0 (0) 0 (0) 0 (0)
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DV 0 (0) 3 (1.78) 1 (059) 4 (2.37)

LPVA 0 (00 0 (00 3 (1.78) 3 (1.78)

NFV 5 (296) 0 (0) 0 (0) 5 (2.96)

SQVik 0 (00 3 (1.78) 0 (0) 3 (1.78)

TPV 0 (0) 0 (0) 0 (0) 0 (0
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M85 IDV/e, BB ; LPV/r, 38/ NFV, ZAEI8; SQV/r,
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ANRIAERS MSM HIV/AIDS 5 161 i 24 2% 25 4 55
g, Hp Ll 30~ <50 B HIN RS . ZAER
BB AR AR 2, 5 A R i A T
Sy UL TAER R, MR MPER, Shre
AT, T 25 EERR AT B TR AL . Rl Bl 2 4
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Y115F 13 7.69 V108l 5 2.96
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M EFV Tif 25 R85, 4300k 62.72% 1 61.54%,
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R EAR, B RIRER 2, nieS oA H
H PIs ffi & 5, H Pls 25254 A TR 2 57 [ 4t
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(=LY TR WEMLA G 45.56%, % T HETHK
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e 7%, f4FF NRTIs F1 NNRTIs 25259 i ek
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BiXE NVP fl EFV (& 25 Y, S5AM5H NVP
HERV [ 255458, H 2520 & BT 245 0 45 SR —
. Pls MR 2507 3T AR R BAL, FE R
M46L/K 1 LOOM, FIRBEREHIABH (TPV/) Fiik
FiEEs (DRV/r) AM# Pls 2525 W HUSEREAR, Horp
RHERAZHY 5 FIXT NFV 724 5 B 2y, Hofhep—
NS SAR AR IR A 2, R BB inift 24 2 bk
(38 PR, IR 25 28 A8 g A A 2, H T PIs 2824
PR D, W2 R AR, (HBEE — 425
FROEE N, W T R WA MSM. HIV/AIDS 515 Pls it 2%
GRARE ML

Z A MSM A FEBUR BEVAYT 2K HIV/AIDS %
I EL P A 5 2%, DL CRFOI_AE HF, hkH T
— BRI EA TR Z AR ORI 25 i
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{7 15 22N NRTIs FH5C 1) M184 F1 NNRTIs AH ()
K103, A7 I RV —Z30I7 T B2 & A2k
F, JUHJE NVP Il EFV W25 &8s, BT
18/ MSM HIV/AIDS 95 (5136 7 2 W RN 24 25 4% 1 7~
Az, SR N T3 R Ui 24 RS0 B R R A T
TEOLAAT, AR R 25, DU TR it
RS I NVP Ml EFV, $EENRITRCR, B
R P=AFRAT s RIS mas MSM A RELE e PEA 70 2
BIFHRMERE , Wb HIV 75 MSM ABET 4545
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